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calcium transport Golgi lactation 
226: 741 
calcium transport Golgi mam= 
mary lactation 226: 741 
calcium transport stomach 
smooth muscle 231: 737 
calmodulin seminalplasmin 
230: 277 
chromaffin granule membrane 
231: 557 
mast cell membrane granule 
226: 335 
microsome stomach stimulation 
231: 641 
mitochondria Arum 225: 821 
myosin calcium nucleotide 
fluorescence 231: 31 
operon atp Rhodospirillum se= 
quence 228: 391 
peptide sarcoplasmic reticulum 
membrane 231: 425 
phosphoprotein intermediate 
liver microsome 226: 839 
proton pump endosome liver 
225: 51 
receptor function review 227: 1 
stimulation proton transport 
chloride 226: 85 
tonoplast regulation proton 
gradient Hevea 229: 459 
vanadate binding sarcoplasmic 
reticulum 230: 807 
Atrial 
natriuretic factor biochem genet= 
ics review 232: 313 
Atrium 
heart protein formation 
225: 487 
Autoantibody 
TSH receptor 228: 111 
Autophagosome 
sucrose sequestration digitonin 
232: 773 
Autoxidn 
monosaccharide aldose reductase 
artifact 226: 625 
Azurin 
cytochrome oxidase kinetics 
Pseudomonas 230: 797 
electron acceptor cresol methyl= 
hydroxylase 228: 325 
A23187 
hepatocyte phosphorylase acti= 
vation 231: 511 


lymphocyte lipoprotein metab 
227: 397 
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Bacillus 
cell division penicillin binding 
protein 230: 829 
mycobacillin synthetase translo= 
cation 225: 639 
penicillin binding protein car= 
boxypeptidase 230: 825 
penicillinase kinetics cephalo> 
sporin 231: 83 
pyruvate dehydrogenase limited 
proteolysis 225: 249 
spore germination uricase 
229: 241 
Bacteremia 
protein formation detn 226: 37 
Bacteria 
cell wall galactose pyruvate 
acetal 225: 107 
cytochrome b analogy ferritin 
mammal 227: 341 
intestine dimethylamine formas 
tion 232: 403 
methanotrophic methane mono= 
oxygenase 225: 441 
Bacterioferritin 
sequence Escherichia 231: 209 
Bacteriorhodopsin 
ATP synthase liposome energy 
230: 543 
Bacterium 
methylotroph blue copper pro> 
tein 228: 719 
Basement 
membrane collagen structure 
antibody 227: 217 
membrane proteoglycan tyrosine 
sulfate 231: 571 
Bean 
cell wall hemicellulose complex 
227: 475 
elicitor induced prolyl hydroxy= 
lase 229: 693 


halo blight ornithine transcarba> 
moylase inactivation 
228: 347 


Bee 
venom phospholipase synapto> 
some bioenergy 229: 653 
Benzene 
dihydrodiol oxidn testosterone 
dehydrogenase 225: 177 
Benzoate 
formation arylcyclopropane 
cytochrome P450 232: 199 
Benzylsuccinate 
phosphonate deriv carboxypepti= 
dase A 232: 15 
Berenil 
adenosylmethionine decarboxyl= 
ase 231: 165 
Beta 
sialoglycoprotein Webb blood 
group 232: 289 
Bicarbonate 
metab liver oxalacetate 
227: 851 
Bifidobacterium 
lipoteichoate formation phos> 
phatidylglycerol 228: 683 
Bile 
acid binding calcium phosphate 
hypercholesterolemia 
229: 265 
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bilirubin conjugate sepn detn 


liver horseradish peroxidase 
transcytosis 229: 529 
Bilirubin 
conjugate sepn detn bile 
225: 787 
glucuronyltransferase liver fetus 
dexamethasone 225: 183 
photochem reaction kinetics 
226: 251 
photoisomerization human rat 
albumin 230: 561 
serum newborn zinc protopor> 
phyrin 226: 51 
Biliverdin 
formation heme degrdn mecha= 
nism 226: 767 
urine hemoprotein hemin 
229: 477 
Biochem 
nomenclature IUB IUPAC 
225: i 
Bioenergy 
synaptosome bungarotoxin den> 
drotoxin 229: 653 
Biophys 
method biol membrane review 
228: 281 
Biotin 
contg carboxylase metab cell 
232: 385 
Bird 
adenosine deaminase liver devel= 
opment 231: 329 
glycosylation protein virus 
229: 47 


Bisguanylhydrazone 
glyoxal ornithine decarboxylase 
231: 213 
Bisphosphatase 
fructose dephosphorylation liver 
phosphatase 225:665 — 
Blood 
coagulation complement S pro= 
tein 231: 349 
gelatin binding protein 
228: 605 
group Cad Sda glycophorin 
oligosaccharide 232: 813 
group Webb sialoglycoprotein 
beta 232: 289 
monocyte lipopolysaccharide 
interaction 232: 379 
orosomucoid inflammation ethy= 
nylestradiol 225: 681 
platelet activating factor formas 
tion 229: 811 
platelet aggregation thrombin 
lysophosphatidate 232: 61 
platelet alkylglycerophosphocho= 
line acyltransferase 225: 723 
platelet calcium inositol tris 
phosphate 230: 247 
platelet calcium myosin phos= 
phorylation 232: 373 
platelet cytoskeleton thrombin 
232: 305 
platelet response energy con= 
sumption 228: 451 
serum butyrylcholinesterase 
mol size 231: 789 


Blotting 
ligand lipoprotein receptor 
229: 785 
Blue 
copper protein methylotroph 
bacterium 228: 719 
copper protein Pseudomonas 
sequence 232: 451 
Body 
fluid ferroxidase lipid peroxidn 
copper 230: 517 
protein formation detn 226: 37 
Bombesin 
DNA formation peptide inhib= 
itor 231: 781 
Bone 
calcified matrix sialoprotein 
232: 715 
cell adhesion protein 232: 119 
collagen retinol excess 226: 789 
creatine kinase hormone 
225: 591 
protein lysine oxidase lathyrogen 
232: 293 
sarcoma vitamin A inhibition 
232: 599 
Borohydride 
superoxidase dismutase redn 
229: 87 
Bovine 
cathepsin gene cloning 225: 707 
secretory component 226: 661 
Brain 
acetylhexoxaminidase isoenzyme 
oligosaccharide structure 
232: 637 
adenylate cyclase adenosine 
receptor GTPase 232: 501 
adenylate cyclase catalytic sub= 
unit 227: 91 
aldehyde reductase kinetics 
227: 621 
alpha fucosidase 229: 679 
aminobutyrate aminotransferase 
immunoaffinity chromatog . 
230: 481 
antigen similarity leukemia cell 
225: 291 
calcium binding protein 
232: 559 232: 569 
calcium efflux mitochondria 
ADP 225: 41 
calcium pyruvate dehydrogenase 
interconversion 227: 129 
calpain calpastatin sepn 
231: 201 
coated vesicle ganglioside 
225; P83 
fatty acid desaturase ontogeny 
227: 1021 
glutamate decarboxylase multi> 
ple form 231: 695 
glutamate decarboxylase transa> 
mination apoenzyme 
231: 705 
glutathione transferase subunit 
human 225: 375 
inositol tetrakisphosphate for= 
mation carbachol 232: 211 
kidney cholecalcin characteriza= 
tion 231: 89 
membrane binding protein calci= 
um 229: 587 
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microsome linoleate metab onto= 
geny 226: 305 

mitochondria carnitine palmi= 
toyltransferase octanoyltrans= 
ferase 226: 323 

neurotoxic esterase acetylcholi= 
nesterase mol size 231: 789 

nucleoside diphosphate kinase 
microtubule 232: 651 

phosphate dependent glutami= 
nase 229: 399 

phosphatidylethanolamine me= 
thyltransferase development 
232: 505 

phosphocreatine metab 
227: 777 

phosphoinositide metab guanine 
nucleotide 232: 799 

protein phosphorylation diiso= 
propyl phosphorofluoridate 
228: 537 


synapse membrane aminopepti= 
dase N 231: 445 
synapsin phosphorylation calcium 
2: 629 


synaptosome acetylcholinesterase 
drug 2° 31 
Branched 
chain aminotransferase muscle 
mitochondria 225: 737 
chain oxoacid dehydrogenase 
activator liver 225: 509 
chain oxoacid dehydrogenase 
resoln kidney 225: 731 
Breast 
tumor cytochrome P 450 
227: 379 
Brevibacterium 
cell wall teichoic acid structure 
226: 587 
Brine 
shrimp Hb structure 227: 917 
Bromoacetyl 
bromopalmitoyl CoA carnitine 
palmitoyltransferase 
230: 169 
Bromopalmitoyl 
bromoacetyl CoA carnitine pal= 
mitoyltransferase 230: 169 
Bromosuccinimide 
histone kinase detn 231: 489 
Bronchus 
leukocyte serine proteinase 
inhibitor 225: 463 
Brown 
adipose amine oxidase hydrala= 
zine 232: 415 
adipose enzyme noradrenaline 
228: 751 
adipose tissue cafeteria feeding 
cold 231: 241 
Brush 
border membrane intestine 
sodium chick 230: 441 
Buffer 
calcium synaptosome membrane 
potential 225: 671 
Bungarotoxin 
synaptosome bioenergy 
229: 653 
Butyrate 
formation glucose Dasytricha 
enzyme 228: 187 
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Butyrylcholinesterase 
blood serum mol size 231: 789 
Cc 
hordein carbon 13 NMR 
232: 617 
kinase neutrophil oxidase che> 
motaxis phagocytosis 
232: 323 
reactive protein mRNA liver 
inflammation 227: 759 
Cad 


blood group glycophorin oligo= 
saccharide 232: 813 
Cadaverine 
ornithine decarboxylase leukemia 
difluoromethylornithine 
232: 605 
Cadmium 
binding protein testis 231: 279 
metallothionein formation HeLa 
227: 879 
NMR parvalbumin lanthanide 
binding 227: 711 
toxicity hepatocyte metallo> 
thionein 230: 395 
Caerulein 
pancreas amylase secretion calci> 
um 230: 151 
Cafeteria 
feeding cold brown adipose 
tissue 231: 241 
feeding obesity urea liver 
230: 675 
Calcification 
collagen gel chondroitin sulfate 
228: 463 
Calcified 
matrix bone sialoprotein 
232: 715 
Calcitonin 
creatine kinase bone 225: 591 
Calcitriol 
intestine responsive cell 
225: 127 
Calcium 
actin filament fragmentation 
temp 232: 297 
aldosterone secretion potassium 
228: 69 
amylase secretion pancreas 
230: 151 
antagonist platelet activating 
factor 228: 697 
binding protein brain 232: 559 
232: 569 
binding protein intestine calci= 
trioi 225: 127 
binding protein placenta 
227: 317 
brain membrane binding protein 
229: 587 
brain pyruvate dehydrogenase 
interconversion 227: 129 
cardionecrosis vitamin D 
226: 155 
channel insulin secretion 
231: 629 
chelator interaction isocitrate 
dehydrogenase 229: 817 
detn photoprotein 228: 745 
efflux ADP brain mitochondria 
225: 41 
electroneutral efflux mitochond= 


ria liver 225: 413 

glycogen synthase phosphoryla> 
tion liver 232: 697 

inositol phosphate metab heart 
artery 231: 497 

inositol triphosphate formation 
hormone 227: 79 

insulin secretion 228: 529 

ionophore protein phosphoryla= 
tion erythrocyte 232: 43 

lymphocyte phosphoinositide 
phytohemagglutinin 
227: 971 

metab neutrophil TPA 
231: 623 

mitochondria hormone dehydre= 
genas liver 231: 597 

mobilizing hormone inositol 
triphosphate 232: 237 

myosin fluorescence mollusk 
291; 34 

neutrophil inositol phosphate 
chemotaxin 229: 361 

nucleus envelope sepn 226: 95 

pancreatic islet inositol tris= 
phosphate 227: 965 

pertussis toxin 227: 933 

phosphate bile acid binding 
hypercholesterolemia 
229: 265 

phosphoinositide metab erythro= 
cyte chicken 231: 179 

platelet myosin phosphorylation 
blood 232: 373 

protein complex dissocn detn 
226: 613 

protein phosphatase pancreas 
231: 335 

regulation smooth muscle caldes= 
mon 231: 517 

release platelet inositol triphosp= 
hate 230: 247 

sensitive enzyme mitochondria 
liver 231: 581 

sodium antiport heart mito> 
chondria 229: 161 

synapsin phosphorylation brain 
232: 629 

synaptosome depolarization 
membrane potential 
225: 671 

transport aldosterone secretion 
232: 87 

transport ATPase antibody 
calmodulin 228: 479 

transport ATPase Golgi mam= 
mary lactation 226: 741 

transport ATPase stomach 
smooth muscle 231: 737 

transport erythrocyte cholesterol 
227: 105 

transport hepatocyte inositol 
triphosphate 232: 435 

transport hormone glycogen 
phosphorylase 228: 565 

transport insulin phospholipid 
231: 269 

transport liver adrenaline 
230: 733 

transport liver hormone 
232: 911 

transport muscarinic GTP 
232: 751 
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transport pancreatic islet 
228: 713 
transport parotid adrenaline 
sodium 230: 313 
transport parotid membrane 
227: 239 
transport synaptosome mem=> 
brane 226: 225 
TSH adenylate cyclase 
225: 581 
vasopressin oxoglutarate dehy= 
drogenase 225: 327 
Caldesmon 
calcium regulation smooth mus> 
cle 231: 517 
myosin kinase gizzard 230: 695 
Calixarene 
antitubercular phospholipid 
bilayer fusion 227: 789 
Calmodulin 
binding protein gizzard 
230: 695 
binding protein sarcoplasmic 
reticulum 226: 859 
calcium transport ATPase anti= 
body 228: 479 
cAMP phosphodiesterase activa> 
tion Neurospora 232: 425 
dependent enzyme seminalplas= 
min 230: 277 
hormone steroidogenesis testis 
232: 55 
insulin secretion 228: 529 
TSH adenylate cyclase 
225: 581 
Calpain 
calpastatin sepn brain 231: 201 
inhibition peptide epoxide 
230: 509 
Calpastatin 
calpain sepn brain 231: 201 
Camelus 
oxyHb conformation inositol 
hexakisphosphate 231: 793 
cAMP 
adenosylhomocysteine hydrolase 
placenta 232: 643 
aldosterone secretion potassium 
228: 69 
chondrocyte histamine receptor 
225: 315 
glyceride formation gluconeogen= 
esis 225: 455 
Leydig tumor LH adenosine 
230: 211 
liver phorbol glucagon 228: 277 
mammary adrenergic receptor 
230: 239 
neuroblastoma glioma opiate 
227: 389 
osteosarcoma dihydroxyvitamin 
D3 231: 11 
phosphodiesterase activation 
calmodulin Neurospora 
232: 425 
phosphodiesterase adipocyte 
adenosine insulin 227: 815 
phosphodiesterase metalloen= 
zyme liver membrane 
225: 143 
phosphodiesterase specificity 
yeast 226: 897 
phosphoenolpyruvate carboxyki= 
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nase thyroid hormone 
226: 67 
platelet activating factor 
232: 267 
protein kinase inhibitor peptide 
231: 655 
protein kinase substrate pancre> 
as 227: 727 
protein phosphorylation lympho= 
ma 227: 987 
Candida 
alc oxidase inactivation ethanol 
232: 743 
nitrate proton transport 
231: 291 
squalene epoxidase antimycotic 
compd 230: 765 
Capsule 
lens collagen assembly 226: 527 
Carbachol 
inositol tetrakisphosphate for= 
mation brain 232: 211 
inositol trisphosphate metab 
parotid 229: 505 
insulin secretion mechanism 
228: 713 
pancreas amylase secretion calci> 
um 230: 151 
Carbamoyl 
phosphate synthetase Michaelis 
const mitochondria 229: 205 
Carbohydrate 
diet starvation liver pyruvate 
kinase 226: 299 
dietary mRNA liver hormone 
226: 637 
nickel complex kidney 230: 35 
structure acetylhexoxaminidase 
isoenzyme brain 232: 637 
sucrose deficiency sycamore 
phosphate 226: 679 
Carbon 
tetrachloride lipid peroxidn 
aldehyde 227: 629 
13 NMR C hordein 232: 617 
Carboxyethyl 
methionine metab Agrobacterium 
232: 431 
Carboxykinase 
phosphoenolpyruvate liver hor= 
mone 225: 77 
phosphoenolpyruvate thyroid 
hormone 226: 67 
Carboxylase 
acetyl CoA adipose noradrena= 
line 228: 751 
acetyl CoA hepatocyte fructose 
insulin 227: 939 
acetyl CoA phosphorylation 
glucagon 226: 139 
biotin contg metab cell 
232: 385 
nonspecific monoacylglycerol 
lipase palmitoylCoA hydrolase 
232: 479 
Carboxylate 
cytochrome b5 reductase inhib= 
ition 230: 273 
Carboxypeptidase 
A multiple form pancreas 
229: 605 
A phosphonate deriv 232: 15 
P kidney microvillus membrane 


229: 251 
penicillin binding protein Bacil= 
lus 230: 825 
tubulinyltyrosine tubulin micro= 
tubule 226: 311 
Carcinoma 
chorio retrovirus protein purifn 
231: 53 
F9 laminin subunit processing 
229: 259 
Carcinosarcoma 
nucleoside transport lymphoma 
232: 681 
Carcinoscorpius 
hemagglutinin amebocyte 
230: 321 
Cardionecrosis 
vitamin D calcium respiration 
226: 155 
Carnitine 
palmitoyltransferase bromopal= 
mitoyl bromoacetyl CoA 
230: 169 
palmitoyltransferase liver mito> 
chondria 230: 389 
palmitoyltransferase liver mito= 
chondria diabetes starvation 
232: 445 
palmitoyltransferase liver mito> 
chondria malonyl CoA 
232: 177 
palmitoyltransferase malonyl 
CoA 230: 161 
palmitoyltransferase octanoyl= 
transferase brain mitochond= 
ria 226: 323 
transport metab mitochondria 
230: 657 
Carnosinase 
kidney 228: 653 
Carrier 
amino acid transport erythrocyte 
horse 227: 13 
Cartilage 
aggregating proteoglycan 
225: 95 


articular proteoglycan 232: 111 

chondroitin sulfate formation 
galactosyltransferase 
227: 805 

chondroitin sulfate terminus 
structure 227: 37 

keratan sulfate formation 
228: 443 

link protein detn radioassay 
232: 613 

link protein heterogeneity 
232: 805 

proteoglycan binding region 
link protein 228: 77 

proteoglycan depletion catabolin 


proteoglycan embryo mannose 
oligosaccharide 229: 561 

proteoglycan formation catabolin 
227: 869 

proteoglycan formation trypsin 
227: 429 

Casein 

calpain 231: 201 

kinase cation protein liver 
230: 69 

kinase regulation liver 225: 321 


micelle structure NMR 
228: 273 
Castanospermine 
hepatoma glycoprotein formation 
secretion 232: 759 
lymphoma oligosaccharide metab 
227: 795 
Catabolin 
cartilage proteoglycan depletion 


cartilage proteoglycan formation 
27: 869 


Catalase 
inhibition diaminobenzidine 
226: 781 
Catecholamine 
adenosine kinase heart 
226: 344 
heart modulation mechanism 
226: 113 
oligosaccharide pyrophosphoryl 
dolichol 231: 431 
phosphofructokinase phosphory= 
lation adipose 232: 905 
secretion protein kinase 228: 35 
Cathepsin 
B H isolation active site 
227: 511 
BH mechanism 227: 521 
gene bovine cloning 225: 707 
L liver human 226: 233 
muscle age immobilization 
230: 833 
Cation 
aminolevulinate dehydratase 
sulfhydryl reactivity 
225: 573 
casein kinase protein liver 
230: 69 
divalent cAMP phosphodiester= 
ase specificity 226: 897 
glycoprotein degrdn peroxide 
228: 615 
NADH oxidn mitochondria 
spinach 232: 471 
somatotropin prolactin receptor 
liver 228: 761 
Cattle 
lectin heart species tissue specif= 
icity 228: 147 
thiol endoproteinase gene clon= 
ing 225: 707 
cDNA 
lipoxygenase pea 232: 79 
procollagen human cloning 
229: 183 
Cell 
adhesion protein tissue 
232: 119 
aggregation hemagglutinin crab 
230: 321 
biotin contg carboxylase metab 
232: 385 
culture protein radioactivity 
detn 226: 361 
culture tissue plasminogen acti> 
vator prodn 226: 631 
cycle CV1 SV40 transfection 
225: 529 
cycle Physarum ADP ribosyl= 
transferase nucleus 232: 21 
division Bacillus penicillin bind= 
ing protein 230: 829 
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HTC ornithine decarboxylase 
degrdn antizyme 226: 893 
nucleus envelope sepn liver 
226: 95 
nucleus protein kinase poly= 
amine 232: 767 
osteosarcoma inhibition retinol 
232: 599 
proliferation differentiation 
interferon review 226: 345 
protein attachment spreading 
promoting serum 227: 421 
wall galactose pyruvate acetal 
bacteria 225: 107 
wall hemicellulose complex 
bean 227: 475 
wall teichoic acid structure 
Brevibacterium 226: 587 
Cellobiose 
oxidase Sporotrichum 228: 557 
Cellulase 
multiple form Trichoderma 
231: 75 
Talaromyces 225: 365 
Centrifugation 
isopycnic thyroid lysosome isola= 
tion 232: 529 
liver endosome subfractionation 
232: 25 
mucin purifn 229: 419 
Cephalosporin 
beta lactamase kinetics 231: 83 
Cereal 
legumin like protein pea 
226: 847 
seed protein conformation 
226: 557 
Cerebellum 
kidney cholecalcin characteriza= 
tion 231: 89 
Ceruloplasmin 
stored body fluid 230: 517 
CGP 
28392 insulin secretion 
231: 629 
Chelator 
calcium interaction isocitrate 
dehydrogenase 229: 817 
Chemiluminescence 
acetylcholinesterase detn 
225: 825 
neutrophil virus permeation 
227: 99 
Chemiosmosis 
mitochondria respiration proton= 
motive force 229: 833 
Chemotaxin 
neutrophil inositol phosphate 
calcium 229: 361 
Chemotaxis 
neutrophil oxidase C kinase 
232: 323 
Chenodeoxycholate 
epimerization Clostridium 
230: 451 
Chick 
intestine sodium transport dihy= 
droxycholecalciferol 230: 441 
Chicken 
adenosine deaminase liver devel= 
opment 231: 329 
brain protein phosphoryiation 
228: 537 


phosphoinositide metab erythro= 
cyte calcium 231: 179 
procollagen sequence 229: 189 
transferrin receptor erythroblast 
232: 735 
Chlamydomonas 
vegetative cell cycle macromol 
226: 259 
Chloride 
ATPase stimulation proton 
transport 226: 85 
Chlorin 
porphyrin myoglobin redn kinet= 
ics 229: 765 
Chloroaniline 
oxidn prostaglandin synthase 
seminal vesicle 226: 803 
Chloromethylvalerate 
amino acid metab muscle 
229: 19 
Chloroplast 
fatty acid formation stroma 
226: 551 
stroma protein phosphorylation 
kinase 231: 97 
thylakoid membrane phosphati= 
dylglycerol distribution 
228: 707 
Cholecalciferol 
marmoset intestine dihydroxy= 
cholecalciferol receptor 
227: 555 
Cholecalcin 
characterization kidney cerebel= 
lum 231: 89 
Cholera 
toxin protein ribosylation insulin 
228: 593 
Cholesterol 
calcium transport erythrocyte 
227: 105 
diet hepatocyte apolipoprotein 
227: 29 


endosome liver 232: 33 
ester radiolabeling lipoprotein 
plasma 226: 319 
formation intestine liver insulin 
251:'221 
formation liver fluoromevalonate 
227: 247 
sterol carrier protein microsome 
230: 19 
transfer membrane lipoprotein 
atherosclerosis 228: 219 
transport metab skin fibroblast 
232:'553 
Choline 
dimethylamine formation intes= 
tine 232: 403 
phosphate cytidylyltransferase 
phosphorylation lung fetus 
232: 833 
phospholipid phospholipase 
diglyceride 230: 61 
pneumonocyte phosphocholine 
cytidylyltransferase 232: 705 
Chondrocyte 
histamine receptor cAMP 
225: 315 
hypertrophy collagen X forma 
tion 227: 545 
Chondroitin 
sulfate collagen gel calcification 
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228: 463 
sulfate formation galactoside 
galactosyltransferase 
227: 805 
sulfate glycosyltransferase for= 
mation chrondrocyte 
226: 705 
sulfate metab liver endothelium 
229: 63 
sulfate terminus structure carti> 
lage 227: 37 
Choriocarcinoma 
retrovirus protein purifn 
231: 53 
Chromaffin 
granule membrane ATPase 
231: 557 
Chromatin 
DNase IV apurinic DNA 
225: 535 
liver phosphoprotein monoclonal 
antibody 225: 357 
Chromatofocusing 
vitamin D binding protein 
229: 669 
Chromatog 
affinity collagenase Clostridium 
225: 553 
immunoaffinity aminobutyrate 
aminotransferase 230: 481 
immunoaffinity nucleotide re= 
quiring enzyme 226: 653 
immunoaffinity terminal deoxy> 
nucleotidyltransferase 
231: 105 
liq bilirubin conjugate 225: 787 
liq mucin purifn 229: 419 
liq porphyrin feces porphyria 
227: 327 


liq vitamin D protein 229: 669 
methylamine 232: 403 
Chromosome 
defect human recombinant DNA 
review 226: 1 
Chrondrocyte 
glycosyltransferase chondroitin 
sulfate formation 226: 705 
Chylomicron 
remnant lipid metab liver 
232: 395 
Chymopapain 
A papaya review 228: 525 
multiplicity nomenclature 
228: 527 
Chymostatin 
analog proteolysis inhibition 
muscle 229: 491 
Chymotrypsin 
binding proflavin kinetics analy= 
sis 232: 791 
Chymotrypsinogen 
plasminogen haptoglobin com= 
plement homol 225: 135 
Clathrin 
trimer coated vesicle model 
230: 411 
Clofibrate 
thiolase mRNA induction liver 
226: 697 
Cloning 
bovine cathepsin gene 225: 707 
complement Clq B chain cDNA 
231: 729 
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complement C4b binding protein 
gene 230: 133 
Klebsiella flavodoxin gene nifF 
231: 743 
procollagen cDNA human 
229: 183 
ribitol dehydrogenase gene Kleb= 
siella 230: 579 
tRNA gene Mycoplasma 
232: 223 
Clostridium 
chenodeoxycholate epimerization 
230: 451 
collagenase affinity chromatog 
225: 553 
dihydro orotase zinc 230: 101 
threonine aldolase allothreonine 
232: 621 
CMP 
pneumonocyte phosphatidylgly= 
cerol formation 232: 539 
Cnetruroides 
toxin sequence 229: 739 
CoA 
palmitoyl mitochondria palmi= 
toylcarnitine formation 
229: 273 
Coagulation 
blood complement S protein 
231: 349 
Coated 
vesicle formation geometric 
model 230: 411 
vesicle ganglioside brain 
225: 713 
Cobalamin 
nutrition liver folate polyglutas 
inate synthetase 227: 73 
nutrition liver folate transformy= 
lase 227: 67 
Cobaltammine 
_— kinase 232: 767 


myosin epaxial muscle 232: 467 
Coenzyme 
F430 EXAFS Methanobacterium 
232: 281 
Colchicine 
bile secretion horseradish perox> 
idase 229: 529 
Cold 
cafeteria feeding brown adipose 
tissue 231: 241 
fructose phosphate muscle 
231: 217 
Coliphage 
DNA apurinic apyrimidinic site 
polymerase 229: 173 
Collagen 
activation platelet inositol tri= 
phosphate 226: 831 
assembly iens capsule 226: 527 
bone retinol excess 226: 789 
cDNA human cloning 229: 183 
crosslinking glucose glycosylation 
tendon 225: 745 
degrdn proteinase Trichophyton 
232: 139 
domain complement Clq fibro= 
nectin 226: 207 
fibril formation SDS 228: 551 
formation secretion myoblast 
225: 619 


gel calcification chondroitin 
sulfate 228: 463 

gene connective tissue disease 
review 229: 287 

helix conformation lysyl hy= 
droxylase 230: 475 

hydroxylase inhibition oxogluta> 
rate analog 229: 127 

pro sequence chicken 229: 189 

puromycin aminonucleoside 
nephrosis 226: 243 

skin fibroblast cutis laxa 
227: 491 

structure basement membrane 
antibody 227: 217 

transport metab liver cell 
228: 415 

type VI isolation aorta 230: 465 

X formation chondrocyte hyper= 
trophy 227: 545 


Collagenase 


affinity chromatog Clostridium 
225: 553 

digitonin perfusion hepatocyte 
sepn 228: 757 

pancreas acinus isolation 
226: 621 


Colon 


adenocarcinoma VIP receptor 
231: 139 

mucosa sialate metab enzyme 
226: 163 


Colonocyte 


metab substrate starvation 
231: 783 


Complement 


Cl binding activation Escheric= 
hia 232: 513 

C1 inhibitor synthesis monocyte 
226: 199 

Cl structure model 228: 13 

Clq B chain sequence human 
231: 729 

Clq binding site fibronectin 
226: 207 

Clr activated peptide sequence 
225: 135 

C3 proconvertase stabilization 
226: 429 

C3b receptor isolation character= 
ization erythrocyte 232: 883 

C3bi receptor spleen neutrophil 
231: 233 

C3d sequence human 230: 353 

C4b binding protein gene cloning 
230: 133 

factor H structure function 
232: 841 

formation hepatocyte culture 
232: 93 

S protein purifn blood coagula= 
tion 231: 349 


Concn 


macromol diffusion sedimenta= 
tion 231: 543 


Conformation 


actin myosin complex 232: 351 

alpha2 macroglobulin thioester 
proteinase 231: 451 

C hordein NMR _ 232: 617 

calcium binding protein brain 
232: 569 

change glutamate dehydrogenase 


neg cooperativity 225: 209 
dynamics protein NMR review 
231: 1 
helix collagen lysyi hydroxylase 
230: 475 
myelin basic protein antigen 
NMR 229: 305 
oxyHb dromedary inositol hex= 
akisphosphate 231: 793 
phosphopeptide product protein 
kinase 229: 485 
Conglutin 
legumin storage protein lupine 
232: 673 
Conjugation 
LHRH toxin 227: 343 
Connective 
tissue disease collagen gene 
review 229: 287 
tissue protein Schistosoma pro= 
teinase 231: 47 
tissue proteoglycan interstitial 
230: 181 
Contraction 
heart protein metab isoprenaline 
231: 299 
Convertase 
complement classical pathway 
stabilization 226: 429 
Cooperativity 
neg glutamate dehydrogenase 
conformation change 
225: 209 
Copper 
blue protein methylotroph bac= 
terium 228: 719 
hydroxyl radical 232: 309 
metallothinein metab liver 
227: 903 
metallothionein mRNA liver 
kidney 228: 425 
protein Pseudomonas sequence 
232: 451 
stored body fluid 230: 517 
Core 
protein proteoglycan connective 
tissue 230: 181 
Corn 
alc dehydrogenase SDS complex 
topog 226: 853 
Cosynthetase 
Euglena 232: 151 
Cotyledon 
microsome phosphatidate metab 
safflower 230: 379 
Crab 
hemagglutinin cell aggregation 
230: 321 
Creatine 
depletion muscle metab 
232: 125 
kinase bone hormone 225: 591 
kinase proteinase K cleavage 
site 228: 375 
phosphotransferase rate const 
brain 227: 777 
Cresol 
methylhydroxylase Pseudomonas 


methylhydroxylase subunit 
flash photolysis 228: 337 

methylhydroxylase subunit 
hybrid Pseudomonas species 
231: 383 


ee 49 
6 wm 
_ 
PY 
- | 
a 
a 


50 


Crosslinking 
collagen glucose glycosylation 
tendon 225: 745 
NADH dehydrogenase subunit 
heart 227: 467 
Crown 
gall tumor carboxyethylmethio= 
nine 232: 431 
Crystal 
structure DNase actin cytoplasm 
225: 517 
structure penicillinase Staphylo= 
coccus 225: 167 
Crystallin 
glutathione reaction mixed di= 
sulfide 230: 143 
Crystallog 
membrane review 228: 281 
Crystn 
DNase actin cytoplasm 
225: 517 
CTP 
microtubule assembly 232: 657 
phosphocholine cytidylyltransf= 
erase regulation pneumono= 
cyte 232: 705 
Culture 
cell protein radioactivity detn 
226: 361 
hepatocyte complement forma 
tion 232: 93 
Cutis 
laxa collagen skin fibroblast 
227: 491 
Cyanoprogesterone 
progesterone formation inhib= 
ition 230: 587 
Cyanurate 
metab Pseudomonas Klebsiella 
231: 25 
Cyclase 
adenylate adenosine receptor 
brain GTPase 232: 501 
adenylate catalytic subunit 
activation stabilization 
227: 91 
adenylate dihydroxyvitamin D3 
231: 


adenylate LH adenosine 
230: 211 
adenylate liver membrane pro> 
tein 231: 39 
adenylate TSH calmodulin 
225: 581 
Cyclic 
adenosine phosphorothioate 
cAMP phosphodiesterase 
specificity 226: 897 
nucleotide phosphodiesterase 
calmodulin seminalplasmin 
230: 277 
Cyclization 
photochem bilirubin albumin 
226: 251 
Cycloartenol 
Acanthamoeba sterol formation 
231: 609 
Cyclopropylarene 
oxidn cytochrome P450 liver 
232: 199 
Cysteamine 
leukocyte lysosome cystine cysti= 
nosis 228: 545 


Cysteine 
proteinase mechanism 227: 521 
proteinase muscle 228: 161 
Cystine 
leukocyte lysosome cystinosis 
cysteamine 228: 545 
transport pH leukocyte lysosome 
228: 263 
Cystinosis 
leukocyte lysosome cystine cys> 
teamine 228: 545 
Cytidine 
nucleotide reutilization liver 
regeneration 228: 27 
Cytidylyltransferase 
choline phosphate phosphoryla> 
tion lung fetus 232: 833 
CTP phosphocholine regulation 
pneumonocyte 232: 705 
Cytochrome 
b bacteria analogy ferritin mam= 
mal 227: 341 
bel electron flux thermodn 
225: 399 
be: proton translocation DCCD 
225: 407 
b245 neutrophil glycoprotein 
227: 783 
b245 redn neutrophil oxygen 
226: 881 
bS purifn liver microsome 
226: 339 
b5 reductase inhibition anion 
230: 273 
microsome potato tuber 
226: 331 
oxidase c551 azurin kinetics 
Pseudomonas 230: 797 
oxidase liposome proton trans= 
port detergent 228: 201 
oxidase proton pump 227: 163 
P 450 breast tumor 227: 379 
P450 arylcyclopropane oxidn 
liver 232: 199 
P450 demethylase reconstitution 
hemin 227: 277 
P450 isoform human rat 
232: 869 
P4560 liver epitope multiplicity 
231: 671 
P450 liver phenobarbitone 
229: 73 
554 547 sequence Thiobacillus 
227: 1009 
Cytoplasm 
actin DNase crystn structure 
228: 517 
endoacetylglucosaminidase liver 
229: 379 
mycobacillin synthetase Bacillus 
225: 639 
Cytoskeleton 
blood platelet thrombin 
232: 305 
Cytosol 
actin leukocyte phagocytosis 
225: 807 
adenine nucleotide thyroid hor= 
mone 227: 149 
aldehyde dehydrogenase mecha> 
nism liver 225: 159 
aminopeptidase lymphocyte 
mitogen 226: 59 


KEYWORD INDEX 


aminotransferase mitochondria 
muscle 225: 737 

casein kinase cation protein 
230: 69 

endoplasmic reticulum translo= 
cation phosphatidate phos= 
phohydrole *> 232: 485 

extension mannose phosphate 
receptor 225: 543 

glutathione transferase isoen= 
zyme kidney 230: 609 

liver fructokinase kinetics 
228: 667 

liver hydroxynonenal metab 
228: 363 

Spodoptera ecdysone epimeriza> 
tion dehydroecdysone 
231: 369 


Dasytricha 


butyrate formation glucose en= 
zyme 228: 187 


DCCD 


proton translocation cytochrome 
be: 225: 407 


Deaminase 


adenosine liver development 
chicken 231: 329 


Decarboxylase 


adenosylmethionine Berenil 
Pentamidine 231: 165 

branched chain oxoacid liver 
225: 509 

glutamate brain transamination 
apoenzyme 231: 705 

glutamate kinetics fluorogluta= 
mate isomer Escherichia 
229: 675 

glutamate multiple form brain 
231: 695 

ornithine degrdn antizyme HTC 
cell 226: 893 

ornithine gene amplification 
Ehrlich cell 229: 711 

ornithine glyoxal bisguanylhy= 
drazone 231: 213 

ornithine inactivation polyamine 
HTC cell 228: 297 

ornithine inhibition basic poly= 
peptide 229: 807 

ornithine inhibitor complex 
hepatoma 225: 689 

ornithine inhibitor dexametha= 
sone 226: 105 

ornithine leukemia difluorome= 
thylornithine cadaverine 
232: 605 

ornithine liver kidney hepatoma 
226: 577 

ornithine opiate 227: 389 


Degrdn 


oxidative heme mechanism 
226: 767 


Dehydratase 


aminolevulinate erythrocyte 
230: 25 

aminolevulinate liver human 
227: 893 

aminolevulinate mechanism 
erythrocyte 227: 1015 

aminolevulinate sulfhydryl re= 
activity cation 225: 573 

aminolevulinate zinc coordina> 
tion EXAFS 230: 625 


Nae : 
lll 


KEYWORD INDEX 


Dehydroecdysone 
ecdysone epimerization Spodopt= 
era cytosol 231: 369 
Dehydrofolate 
reductase immunoaffinity chro> 
matog 226: 653 
Dehydrogenas 
liver hormone calcium mito= 
chondria 231: 597 
alc Aspergillus 225: 449 
alc ethanol oxidoredn 229: 315 
alc SDS complex topog corn 
226: 853 
aldehyde esterase dehydrogenase 
activity 230: 261 
aldehyde mechanism liver cyto> 
sol 225: 159 
aldehyde reaction sulfhydryl 
group modifier 228: 765 
branched chain oxoacid activator 
liver 225: 509 
branched chain oxoacid resoln 
kidney 225: 731 
dihydroorotate trifluorothenoy= 
lacetone liver mitochondria 
225: 189 
endocytosis organ 229: 409 
glucose phosphate GSSG 
NADPH polemic 231: 806 
glucose phosphate hepatocyte 
ethanol 226: 123 
glucose phosphate NADPH 
GSSG 231: 805 
glucose phosphate stabilization 
protein liver 230: 489 
glucose phosphate Zymononas 
228: 627 
glutamate conformation change 
neg cooperativity 225: 209 
glutamate kinetics proteolysis 
liver 230: 95 
glycerol phosphate aldolase © 
complex formation 229: 57 
hydrosteroid multiple form 
development 225: 391 
hydroxysteroid multiple form 
liver 225: 383 
immunoaffinity chromatog 
226: 653 
isocitrate interaction calcium 
chelator 229: 817 
ketogluconate gluconate flavin 
231: 651 
lactate gene sequence human 
231: 537 
lactate mandelate Acinetobacter 
membrane 231: 407 
lactate mandelate isomer Acine> 
tobacter 227: 753 
lipoamide immunogenicity heart 
226: 509 
malate NADH stereospecificity 
Sulfolobus Thermoplasma 
226: 885 
malate uptake mitochondria 
228: 493 
NAD isocitrate oxoglutarate 
calcium mitochondria 
231: 581 
NADH subunit crosslinking 
heart 227: 467 
NADH subunit mammal mito> 
chondria 230: 739 


oxo acid liver hormone 
232: 593 

oxoglutarate vasopressin calcium 
225: 327 

phosphogluconate kinetics mech= 
anism erythrocyte 227: 305 

propanediol microorganism 
231: 145 

pyruvate adipocyte dexametha= 
sone 226: 607 

pyruvate brown adipose noradre= 
naline 228: 751 

pyruvate interconversion brain 
calcium 227: 129 

pyruvate limited proteolysis 
Bacillus 225: 249 

pyruvate subunit reconstitution 
kinase 231: 523 

pyruvate triiodothyronine star= 
vation 232: 255 

ribitol gene cloning sequence 
Klebsiella 230: 579 

ribitol Klebsiella sequence 
230: 569 

shikimate Escherichia 226: 217 

short chain acylCoA propionyl= 
CoA 230: 723 

testosterone benzene dihydrodiol 
oxidn 225: 177 

xanthine phosphate phosphohy= 
drolase detn 230: 255 


Dehydroquinate 


synthase Neurospora 226: 817 


Demethylase 


cytochrome P450 reconstitution 
hemin 227: 277 


Dendrotoxin 


synaptosome bioenergy 
229: 653 


Dentin 


tooth phosphoprotein antibody 
232: 493 


Deoxyglucose 


tritiated glucose metab detn 
228: 103 


Deoxynojirimycin 


intestine oligosaccharide pro> 
cessing 226: 733 


Deoxynucleotidyltransferase 


terminal immunoaffinity chro= 
matog 231: 105 

terminal sequence subunit loca> 
tion 227: 1003 


Depeptidase 


nonspecific prolinase identity 
kidney 231: 689 


Dephosphorylation 


liver protein phosphatase 
225: 665 


Depolarization 


synaptosome calcium membrane 
potential 225: 671 


Dermatan 


sulfate proteoglycan structure 
skin 232: 277 


Desaturase 


fatty acid brain ontogeny 
227: 1021 
fatty acid liver obesity 225: 307 
oleate specificity microsome pea 
leaf 225: 267 


Desferrioxamine 


inhibition asbestos lipid peroxidn 
225: 259 


Detergent 
photosynthesis membrane pig= 
ment protein 229: 31 
proton transport cytochrome 
oxidase liposome 228: 201 
Deuteroporphyrin 
binding albumin 229: 197 
Development 
acetoacetate metabolizing en= 
zyme adipose 231: 773 
adenosine deaminase liver chick= 
en 231: 329 
brain mitochondria carnitine 
acyltransferase 226: 323 
fucosidase alpha liver placenta 
230: 75 
galactolipid sulfation testis 
231: 393 
hydrosteroid dehydrogenase 
multiple form 225: 391 
nonhistone protein phosphoryla= 
tion Dictyostelium 229: 771 
phosphatidylethanolamine me= 
thyltransferase brain 
232: 505 
Sarcophaga protein phosphoryla= 
tion ecdysterone 227: 683 
Dexamethasone 
dolichol saccharide glycoprotein 
227: 675 
enzyme liver 225: 77 230: 525 
ornithine decarboxylase inhibitor 
226: 105 
pyruvate dehydrogenase adipo= 
cyte 226: 607 
UDP glucuronyltransferase liver 
fetus 225: 183 
urea cycle enzyme fetus 
225: 271 
DFP 
inhibition neutral proteinase 
eye lens 228: 517 
Diabetes 
adipocyte glucose oxidn adeno= 
sine 232: 301 
carnitine palmitoyltransferase 
liver mitochondria 230: 389 
232: 445 
casein kinase liver 225: 321 
glucose fatty acid cycle 
232: 585 
glycosylation protein glucose 
aldehyde dicarbonyl 
226: 385 
phenylalanine hydroxylase liver 
hormone 227: 169 
phenylalanine metab liver 
228: 249 
tryptophan metab liver 
229: 499 


unsatd fatty acid metab mito> 
chondria 230: 329 
Diacridine 
DNA damage structure 
226: 175 
Diacylglycerol 
protein phosphorylation erythro= 
cyte 232: 43 
Diamidinodiphenylamine 
adenosylmethionine decarboxyl= 
ase 231: 165 
Diaminobenzidine 
inhibition catalase 226: 781 


| 51 

a 
; ee 
| a 

a 

Pe 

PT 

pe 

pe 

PT 

Pp 

a 

a 
Ld 


52 


Diaphragm 
alanine formation glycogen 
231: 801 
Diarachidonin 
PGE2 formation kidney 
232: 625 
Dicarboxylyl 
CoA synthetase liver microsome 
230: 683 
Dictyostelium 
development nonhistone protein 
phosphorylation 229: 771 
Differentiation 
myoblast triglyceride lipase 
227: 583 
Diffusion 
macromol sedimentation concn 
231: 543 
turnip yellow mosaic virus 
231: 549 
Difluoromethylornithine 
ornithine decarboxylase leukemia 
cadaverine 232: 605 
Digitonin 
collagenase perfusion hepatocyte 
sepn 228: 757 
extn sucrose organelle hepato> 
cyte 232: 773 
perfusion liver compartmentation 
226: 289 
Diglyceride 
hepatocyte phosphorylase acti> 
vation 231: 511 
insulin phospholipid metab 
231: 269 
phospholipase choline phospholi= 
pid 230: 61 
Dihydro 
orotase zinc Clostridium 
230: 101 
Dihydrofolate 
reductase leukemia methotrexate 
resistance 225: 609 
Dihydroorotate 
dehydrogenase trifluorothenoy= 
lacetone liver mitochondria 
225: 189 
Dihydroxycholecalciferol 
chick intestine sodium transport 
230: 441 
receptor intestine marmoset 
cholecalciferol 227: 555 
Dihydroxyvitamin 
D3 cAMP osteosarcoma 231: 11 
D3 intestine 225: 127 
Diisopropyl 
phosphéfofluoridate phosphory= 
lation protein brain 228: 537 
Dimer 
NAD peroxidase oxidn peroxidn 
mechanism 226: 391 
Dimethylamine 
formation intestine bacteria 
choline 232: 403 
Dinitrophenol 
muscle mitochondria metab 
229: 101 
Dinitropheny] 
histone nucleosome reconstitu= 
tion 227: 125 
Dioxygenase 
indolylamine human organ 
230: 635 


Diphosphatase 
nucleoside smooth muscle mem= 
brane 230: 503 
Diphtheria 
toxin interaction phospholipid 
231: 123 
Disease 
connective tissue collagen gene 
review 229: 287 
Dismutase 
superoxidase redn borohydride 
229: 87 
superoxide active site arginine 
230: 771 
Dissocn 
detn Quin 2 magnesium 
226: 613 
Disulfide 
bridge IgA 225: 113 
bridge redn ovotransferrin 
228: 661 
exchange cysteamine leukocyte 
cystinosis 228: 545 
insulin metab liver 225: 349 
mixed crystallin glutathione 
reaction 230: 143 
Disulfiram 
inactivation aldehyde dehydro= 
genase modification 228: 765 
NA 
apurinic DNase IV chromatin 
225: 535 
binding protein lysine phage 
Pfl 228: 193 
damage diacridine structure 
226: 175 
formation substance P analog 
231: 781 
intercalator triostin A analog 
225: 829 
nucleotide sequence procollagen 
chicken 229: 189 
photoreactivating enzyme argi> 
nine Streptomyces 229: 469 
pos supercoiling enzyme myelo> 
ma 231: 185 
purine insertion enzyme Droso> 
phila 232: 285 
recombinant chromosome defect 
human review 226: 1 
SV40 virus gene transfer 
225: 529 
topoisomerase detection erythro= 
cyte 226: 873 
transcription phage T7 actino> 
mycin D 230: 557 
transcription polymerase apurin= 
ic apyrimidinic site 229: 173 
DNase 
actin cytoplasm crystn structure 
2251-317 
G actin group specific compo> 
nent 228: 471 
IV chromatin apurinic DNA 
225: 535 
Dolichol 
distribution metab excretion 
227: 705 
oligosaccharide pyrophosphoryl 
catecholamine 231: 431 
saccharide glycoprotein dexame= 
thasone 227: 675 


KEYWORD INDEX 


Dromedary 
oxyHb conformation inositol 
hexakisphosphate 231: 793 
Drosophila 
embryo purine insertion enzyme 
232: 285 
Drug 
acetylcholinesterase synaptosome 
brain 229: 81 
binding fetoprotein 231: 189 
binding region serum albumin 
225: 629 
orosomucoid fluorescence 
232: 863 
Duroquinol 
oxidase mitochondria Arum 
228: 309 
Dye 
sensitization photooxidn enzyme 
225: 203 
Ecdysone 
epimerization dehydroecdysone 
Spodoptera cytosol 231: 369 
Ecdysterone 
protein phosphorylation Sarco= 
phaga development 227: 683 
Ectonucleotidase 
smooth muscle cell 230: 503 
EDTA 
iron metmyoglobin metsulfmyo> 
globin redn 229: 765 
Efflux 
calcium ADP brain mitochondria 
225: 41 
electroneutral calcium mito> 
chondria liver 225: 413 
EGF 
isolation characterization 
229: 611 
receptor intestine epithelium 
225: 85 
Ehrlich 
cell ornithine decarboxylase 
gene amplification 229: 711 
Elastin 
aorta aneurysm aging 232: 169 
degrdn proteinase Trichophyton 
232: 139 
lung pyridoxine deficiency 
29: 153 
Elec 


organ acetylcholinesterase acti= 
vation energy 231: 237 
organ acetylcholinesterase mem>= 
brane 226: 369 
organ acetylcholinesterase mol 
size 231: 789 
Electrolectin 
thymus 226: 379 
Electrometry 
tyrosinase detn 229: 573 
Electron 
acceptor azurin cresol methyl= 
hydroxylase 228: 325 
flux cytochrome bel thermodn 
225: 399 
microscopy immunoperoxidase 
glycoprotein kidney 225: 481 
microscopy membrane review 
228: 281 
transport superoxide generating 
oxidase 226: 881 
transport system nitrogenase 
Klebsiella 231: 743 


é 
e 
‘ 
<a , 
e 
4 
; 


KEYWORD INDEX 


Electrophoresis 
liver endosome subfractionation 
2b) ah sp 
Elicitor 
induced prolyl hydroxylase 
bean 229: 693 
ELISA 
fibronectin placenta villus 
226: 811 
Embryo 
Drosophila purine insertion 
enzyme 232: 285 
Hemicentrotus ADP ribosyl= 
transferase nucleus 225: 429 
liver galactosyltransferase 
227: 573 
proteoglycan cartilage mannose 
oligosaccharide 229: 561 
proteoheparan sulfate skin fit 
broblast 231: 683 
stilbestrol ovalbumin gene ex= 
pression 228: 689 
yolk sac IgG endocytosis pro= 
cessing 227: 639 
Enamel 
tooth phosphoprotein metab 
secretion 230: 423 
Endoacetyiglucosaminidase 
liver cytoplasm 229: 379 
Endocytosis 
chondroitin sulfate liver en= 
dothelium 229: 63 
IgG embryo yolk sac 227: 639 
invertase liver endosome lyso> 
some 225: 645 
iodinated beta glucuronidase 
fibroblast 229: 213 
kinase dehydrogenase organ 
229: 409 
macroglobulin subtilisin complex 
parenchymal cell 226: 75 
receptor mediated review 
52: 
Endoglucanase 
multiple form Trichoderma 
231: 75 
Endonuclease 
restriction Scal Streptomyces 
231: 229 
Endopeptidase 
detn immunoradiometry organ 
228: 119 
synaptic membrane substance P 
228: 487 
2411 substrate neurokinin A 
234: S37 
Endoplasmic 
reticulum ATPase calcium trans> 
port stomach 231: 737 
reticulum cytosol translocation 
phosphatidate phosphohydro= 
lase 232: 485 
Endoproteinase 
thiol gene cattle cloning 
225: 707 
Endosome 
invertase endocytosis liver 
225: 645 
liver phospholipid protein 
232: 33 


liver subfractionation centrifuga> 
tion electrophoresis 232: 25 
proton pump ATPase liver 


Endothelium 


liver chondroitin sulfate metab 
229: 63 

liver collagen transport metab 
228: 415 


Endoxylanase 


detn substrate nephelometry 
226: 617 


Energy 


activation acetylcholinesterase 
lipid 231: 237 

consumption platelet response 
228: 451 

coupling proton transport model 
230: 


Enkephalin 


glycogenolysis liver 227: 191 


Enoyl 


Coa reductase liver 227: 49 


Enterobacter 


beta lactamase 228: 241 


Enterocyte 


fructose diphosphate 232: 623 
microvillus protein membrane 
insertion 225: 275 


Envelope 


cell nucleus sepn liver 226: 95 


Enzyme 


acetoacetate metabolizing adi= 
pose development 231: 773 

active site peptide analog design 
226: 477 

acyl CoA metabolizing kinetics 
albumin 229: 559 

brown adipose noradrenaline 
228: 751 

calcium sensitive mitochondria 
liver 231: 581 

calmodulin dependent seminal= 
plasmin 230: 277 

Dasytricha butyrate formation 
glucose 228: 187 

DNA pos supercoiling myeloma 
231: 185 

essential group inactivation 
kinetics 230: 89 

flavin nucleotide fetus pregnancy 
230: 363 

fraction mycobacillin synthetase 
function 230: 785 

glycerol phosphate acylation 
safflower 230: 379 

glycine cleavage kidney acidosis 
231: 477 

immunoassay fibronectin 
226: 811 

inactivation kinetics reaction 
order 231: 493 

kinetics coupled reaction 
232: 791 

kinetics initial velocity estn 
228: 55 

kinetics integrated rate equation 
226: 29 

kinetics nonlinear regression 
analysis 231: 171 

kinetics progress curve analysis 
231: 65 

lipid metabolizing peroxisome 
extraperoxisome 227: 737 

lipogenic hepatocyte fructose 
insulin 227: 939 

lipogenic mammary prolactin 


progesterone 231: 321 
malic mitochondria heart 
225: 335 
modification unstable inhibitor 
kinetics polemic 227: 1025 
modification unstable inhibitor 
polemic 227: 1026 
muscle creatine depletion 
232: 125 
nucleotide requiring immunoaf= 
finity chromatog 226: 653 
photooxidn dye sensitization 
225: 203 
radiation inhibitor activator 
model 226: 797 
release liver digitonin 226: 289 
sialate metab colon mucosa 
226: 163 
sulfate activating mitochondria 
Euglena 232: 357 
urea cycle hormone fetus 
225: 271 
Eosinophil 
peroxidase subunit 229: 779 
Epaxial 
muscle myosin cod 232: 467 
Epidermal 
growth factor receptor neoplastic 
transformation 229: 119 
Epiecdysone 
epimerizction enzyme Spodopt= 
era 231: 369 
Epiglycanin 
antigen epitope 227: 231 
Epimerization 
chenodeoxycholate Clostridium 
230: 451 
ecdysone dehydroecdysone Spo= 
doptera cytosol 231: 369 
Epithelium 
kidney phosphate transport 
sodium 230: 715 
kidney proton tetraethylammo= 
nium antiport 227: 199 
testis leucine metab 226: 889 
vagina differentiation retinoid 
227: 311 
Epitope 
multiplicity cytochrome P450 
liver 231: 671 
Epoxidase 
retinoate Hb 232: 459 
squalene antimycotic compd 
Candida liver 230: 765 
Epoxide 
peptide inhibition calpain 
230: 509 
EPR 
molybdenum center nitrate 
reductase anion 227: 925 
Erabutoxin 
sequence Laticauda 226: 879 
Eranthis 
lectin 227: 949 
Erucate 
metab intestine microperoxisome 
225: 301 
Erythroblast 
transferrin receptor chicken 
232: 735 
Erythrocyte 
acetvicholinesterase activation 
saergy 231: 237 


: ex 9 f 
es 53 
| 
fd 
iz 
eS 
pF 
pl 
; | } 
Pe 
: 
225: 51 
¢ 


amino acid transport carrier 
horse 227: 13 

aminolevulinate dehydratase 
230: 25 

aminolevulinate dehydratase 
mechanism 227: 1015 

calcium transport ATPase anti> 
body 228: 479 

calcium transport cholesterol 
227: 105 

complement C3b receptor isola= 
tion characterization 
232: 883 

DNA topoisomerase detection 
226: 873 

glutamyl peptide assimilation 

7: 833 


nucleoside transporter tran= 
smembrane topol 230: 777 
phosphogluconate dehydrogenase 
kinetics mechanism 227: 305 
phosphoinositide metab calcium 
chicken 231: 179 
photohemolysis porphyrin pho> 
tosensitizer 226: 757 
protein phosphorylation PMA 
diacylglycerol 232: 43 
Escherichia 
bacterioferritin sequence 
231: 209 
complement C1 binding activas 
tion 232: 513 
glutamate decarboxylase kinetics 
fluoroglutamate isomer 
229: 675 
interleukin 2 229: 429 
lactose proton carrier protein 
227: 287 
lipopolysaccharide phage 
phiX174 inactivation 
231: 765 
nitrate reductase anion complex 
227: 925 
nucleosidase adenosylhomocy=> 
steine methylthioadenosine 
232: 335 
propanediol dehydrogenase 
231: 145 
RNA polymerase apurinic apyri= 
midinic site 229: 173 
sarcotoxin I sensitivity 229: 453 
shikimate dehydrogenase 
226: 217 
transport dihydrostreptomycin 
respiration 228: 505 
Ester 
thiophosphozate carboxypeptis 
dase A 232: 15 
Esterase 
activity aldehyde dehydrogenase 
230: 261 
neurotoxic brain mol size 
231: 789 
Esterification 
retinol liver cell 230: 617 
Estradiol 
glucuronyltransferase liver fetus 
dexamethasone 225: 183 
Estrogen 
receptor form immunorecogni= 
tion 230: 203 
Ethanol 
Candida alc oxidase inactivation 


232: 743 
fermn Pichia xylose 226: 669 
glucose phosphate dehydroge= 
nase hepatocyte 226: 123 
GSH liver 225: 565 
heart muscarinic binding GTP 
231: 469 
lipid metab hepatocyte 
228: 673 
liver redox state 232: 877 
metab liver hepatocyte 
229: 323 
oxidoredn alc dehydrogenase 
229: 315 
respiration gluconeogenesis 
hepatocytes 230: 595 
Ethylglyoxal 
bisguanylhydrazone ornithine 
decarboxylase 231: 213 
Ethylhexyl 
phthalate liver protein peroxi= 
some 227: 767 
Ethynylestradiol 
orosomucoid blood 225: 681 
Euglena 
mitochondria glyoxylate reduc= 
tase 227: 211 
mitochondria sulfate activating 
enzyme 232: 357 
uroporphyrinogen III synthase 
232: 151 
Eukaryote 
protein ADP ribosylation review 
230: 1 
Evolution 
GTPase transducin retina 
225: 227 
lipoamide dehydrogenase immu> 
nogenicity 226: 509 
EXAFS 
coenzyme F430 Methanobacteri> 
um 232: 281 
zinc coordination aminolevuli= 
nate dehydratase 230: 625 
Exercise 
fructose phosphate muscle 
2337207 
glucose fatty acid cycle 
232: 585 
Exoxylosidase 
detn substrate nephelometry 
226: 617 
Extn 
digitonin sucrose organelle hepa= 
tocyte 232: 773 
fibronectin placenta villus 
226: 811 
variant surface glycoprotein 
230: 195 
Extracellular 
matrix collagen formation myob= 
last 225: 619 
matiix phosphoprotein tooth 
enamel 230: 423 
matrix protein Schistosoma 
proteinase 231: 47 
matrix proteoglycan interaction 
fibroblast 232: 161 
Extraperoxisome 
lipid metabolizing enzyme 
227: 737 
Eye 
iris platelet activating factor 


KEYWORD INDL.-: 


228: 697 

lens neutral proteinase inhibition 
DFP 228: 517 

retina protein bound glycogen 
229: 269 

Fat 

body protein phosphorylation 
fly 227: 683 

globule membrane milk mono> 
clonal antibody 227: 155 

milk globule glycoprotein PASIV 
228: 233 


Fatty 
acid desaturase brain ontogeny 
227: 1021 
acid desaturase liver obesity 
225: 307 
acid formation adipose noradre> 
naline 228: 751 
acid formation stroma chloro> 
plast 226: 55i 
acid glucose cycle muscle 
232: 585 
acid insulin release 227: 995 
acid liver phosphatidate phos> 
phohydrolase translocation 
232: 485 
acid mammary prolactin proges= 
terone 231: 321 
acid noradrenaline acyltransfer= 
ase adipose polemic 231: 495 
acid oxidn heart oxfenicine 
227: 651 
acid oxidn liver mitochondria 
obesity 231: 439 
acid oxidn liver riboflavin 
229: T17 
acid oxidn mitochondria antitus 
mor 228: 513 
acid oxidn mitochondria liver 
225: 233 
acid proteinase activation 
228: 171 
acid synthetase acyltransferase 
domain sequence 227: 21 
acid synthetase acyltransferase 
mammary 227: 981 
acid synthetase immunoaffinity 
chromatog 226: 653 
acid synthetase substrate bind> 
ing stoichiometry 230: 435 
acid unsatd metab mitochondria . 
diabetes 230: 329 
Feces 
dolichol excretion 227: 705 
porphyrin HPLC porphyria 
227: 327 
Feeding 
cafeteria cold brown adipose 
tissue 231: 241 
cafeteria obesity urea liver 
230: 675 
starvation mammary gland gly= 
colysis 232: 931 
Ferritin 
iron overload lipid peroxidn 
229: 135 
maimmal cytochrome b bacteria 
analogy 227: 341 
Ferrochelatase 
inhibition porphyrin alkyl deriv 
226: 537 


i ? 
ve 
§ 


KEYWORD INDEX 


Ferroxidase 
stored body fluid 230: 517 
Fetoprotein 
drug binding 231: 189 
Fetus 
flavin nucleotide enzyme preg= 
nancy 230: 363 
lung choline phosphate cytidy= 
lyltransferase phosphorylation 
232: 833 
microsome linoleate metab 
226: 305 
UDP glucuronyltransferase liver 
dexamethasone 225: 183 
urea cycle enzyme hormone 
225: 271 
uteroglobin formation lung glus 
cocorticosteroid 225: 255 
Fibril 
amyloid Ig lambda chain ses 
quence 232: 183 
collagen formation SDS 
228: 551 
Fibrin 
plasminogen activation streptok> 
inase 229: 555 
Fibrinogen 
Manchester platelet 229: 723 
Fibroblast 
binding protein arginine modifi= 
cation 232: 919 
collagen skin cutis laxa 
227: 491 
exogenous protein metab 
226: 685 
glucose fructose diphosphate 
glutamine 232: 521 
glycoprotein oligosaccharide 
virus transformation 
229: 441 
inositol lipid platelet growth 
factor 232: 99 
iodinated beta glucuronidase 
endocytosis 229: 213 
proteoglycan structure interac> 
tion 232: 161 
skin cholesterol transport metab 
232: 553 
skin proteoheparan sulfate em= 
bryo 231: 683 
Fibronectin 
arginine modification fibroblast 
lung 232: 919 
complement Clq binding site 
226: 207 
extn ELISA placenta villus 
226: 811 
Filament 
actin fragmentation calcium 
temp 232: 297 
thin pyrenyliodoacetamide actin 
fluorescence 232: 343 
Filarioidea 
retinoid binding protein 
232: 577 
Fish 
myosin heavy chain 232: 467 
Flash 
photolysis cresol methylhydroxy= 
lase subunit 228: 337 
Flavin 
identification purifn dehydroge= 
nase 231: 651 


nucleotide enzyme fetus preg= 
nancy 230: 363 
Flavodoxin 
gene nifF Klebsiella cloning 
231: 743 
gene nifF sequence Klebsiella 
232: 891 
Fluorescence 
myosin calcium nucleotide mol= 
lusk 231: 31 
quenching orosomucoid 
232: 863 
Fluoroglutamate 
isomer kinetics glutamate decar> 
boxylase Escherichia 
229: 675 
Fluorometry 
calcium protein complex dissocn 
226: 613 
Fluoromevalonate 
liver cholesterol formation 
227: 247 
Fluororetinoate 
vaginal epithelium differentiation 
227: 311 
Fly 


protein phosphorylation fat 
body 227: 683 
Folate 
polyglutamate synthetase liver 
cobalamin nutrition 227: 73 
transformylase liver nutrition 
cobalamin 227: 67 
Formyl 
peptide macrophage arachido= 
nate metab 229: 643 
Fragmentation 
actin filament calcium temp 
232: 297 
Fructokinase 
liver cytosol kinetics 228: 667 
Zymomonas 228: 627 
Fructose 
biphosphate mammary gland 
starvation feeding 232: 931 
bisphosphatase dephosphoryla= 
tion liver phosphatase 
225: 665 
diphosphate adipose insulin 
225: 421 
diphosphate enterocyte 
232: 623 
diphosphate metab glutamine 
232: 521 
hepatocyte lipogenic enzyme 
227: 939 


phosphate glycogen synthase 
liver 232: 133 
phosphate muscle hyperthyroid= 
ism 231: 217 
Fucoprotein 
fucose glycosidic linkage cell 
225: 59 
Fucose 
ganglioside interaction fucosi= 
dase Octopus 229: 595 
glycosidic linkage fucoprotein 
cell 225: 59 
Fucosidase 
alpha brain 229: 679 
alpha liver placenta development 
230: 75 
Octopus interaction fucose gang= 
lioside 229: 595 


Fucosyl 
glycopeptide liver regeneration 
229: 521 
Functional 
group enzyme inactivation kinet= 
ics 230: 89 
Fusion 
myoblast review 228: 1 
F9 
carcinoma laminin subunit pro= 
cessing 229: 259 
G 
actin DNase group specific com= 
ponent 228: 471 
Galactolipid 
sulfation testis development 
231: 393 
sulfotransferase testis kidney 
gre gene 231: 401 
Galactoside 
binding lectin thymus 226: 379 
galactosyltransferase chondroitin 
sulfate formation 227: 805 
Galactosyltransferase 
galactoside chondroitin sulfate 
formation 227: 805 
liver embryo 227: 573 
Galaptin 
arginine modification fibroblast 
lung 232: 919 
Ganglion 
inosito! phosphate neurotran> 
smitter 227: 263 
Ganglioside 
brain coated vesicle 225: 713 
fucose interaction fucosidase 
Octopus 229: 595 
Gelatin 
binding protein blood 228: 605 
Gene 
amplification ornithine decar= 
boxylase leukemia 232: 605 
ATPase F1 subunit Rhodospiril= 
lum 228: 391 
bovine cathepsin cloning 
225: 707 
collagen connective tissue disease 
review 229: 287 
complement Clq sequence hu= 
man 231: 729 
complement C4b binding protein 
cloning 230: 133 
family submaxillary protein 36 
mouse 225: 657 
gre galactolipid sulfotransferase 
testis kidney 231: 401 
lactate dehydrogenase sequence 
human 231: 537 
lacY mutation transport Escher= 
ichia 227: 287 
myosin light chain review 
231: 249 
nifF flavodoxin Klebsiella clon= 
ing 231: 743 
nifF flavodoxin sequence Kleb= 
siella 232: 891 
ornithine decarboxylase amplifi> 
cation Ehrlich cell 229: 711 
ovalbumin expression prenatal 
stilbestrol 228: 689 
ribitol dehydrogenase cloning 
sequence Klebsiella 230: 579 
rRNA sequence human Xenopus 
232: 725 


ee 55 
_ 
’ 
* 


56 


rRNA upstream activation Sac> 
charomyces 232: 205 
transcription atp operon Rho= 
dospirillum 229: 663 
transfer SV40 virus DNA 
225: 529 
tRNA Mycoplasma cloning 
sequence 232: 223 
Genetics 
atrial natriuretic factor review 
232: 313 
monkey liver phenylalanine 
hydroxylase 231: 197 
phosphofructokinase isoenzyme 
subunit rat 229: 333 
rat hydroxysteroid UDP glucuro= 
nosyltransferase 230: 403 
salivary gland proline rich pro> 
tein 230: 369 
tropomyosin subunit compr 
muscle 226: 461 
Geometric 
model coated vesicle formation 
230: 411 
Germination 
spore Bacillus uricase 229: 241 
Gingiva 
cell adhesion protein 232: 119 
Gizzard 
caldesmon myosin kinase 
230: 695 
Gland 
salivary proline rich protein 
genetics 230: 369 
Glioma 
neuroblastoma opiate 227: 389 
Glucagon 
acetyl CoA carboxylase phospho> 
rylation 226: 139 
actin polymm hepatoma leuko= 
cyte 230: 709 
amino acid transport hepatocyte 
231: 315 
dehydrogenase liver calcium 
mitochondria 231: 597 
enzyme liver 225: 77 230: 525 
hepatocyte metab 225: 761 
ketogenesis hydroxymethylgluta> 
ryl CoA synthase succinyla> 
tion 232: 37 
liver phorbol 228: 277 
oxo acid dehydrogenase liver 
232: 593 
protein formation 228: 575 
Glucan 
phosphorylase muscle incubation 
232: 927 
Glucocorticoid 
ethanol glucose phosphate dehy= 
drogenase 226: 123 
Glucocorticosteroid 
glyceride formation gluconeogen= 
esis 225: 455 
tryptophan metab liver 
229: 499 
uteroglobin formation lung fetus 
225: 255 
Glucokinase 
anomer specificity liver pancreas 
230: 345 
Zymomonas 228: 627 


Gluconate 
dehydrogenase Pseudomonas 
avin 231: 651 
Gluconeogenesis 
glucose homeostasis glycogen 
storage disease 231: 755 
hepatocytes ethanol 230: 595 
liver hormone 225: 455 
liver mammary lipogenesis 
228: 727 
liver zonation 229: 221 
starvation acetone 231: 151 
Glucose 
aldehyde dicarbonyl diabetes 
glycosylation protein 
226: 385 
anomer glucokinase liver pancre> 
as 230: 345 
collagen crosslinking glycosyla= 
tion tendon 225: 745 
Dasytricha butyrate formation 
enzyme 228: 187 
fatty acid cycle muscle 232: 585 
homeostasis gluconeogenesis 
glycogen storage disease 
y | ey be 
hydroxycoumarin glucuronida> 
tion liver region 226: 749 
insulin secretion mechanism 
228: 713 
insulin secretion noradrenaiine 
226: 571 
metab detn radioassay tissue 
228: 103 
metab glutamine 232: 521 
metab muscle insulin starvation 
227: 355 
metab muscle insulin vanadate 
232: 273 
metab thymocyte proliferation 
228: 353 
oxidn adipocyte diabetes adeno= 
sine 232: 301 
phosphate dehydrogenase GSSG 
NADPH polemic 231: 806 
phosphate dehydrogenase hepa> 
tocyte ethanol 226: 123 
phosphate dehydrogenase 
NADPH GSSG 231: 805 
phosphate dehydrogenase stabi= 
lization protein liver 
230: 489 
phosphate dehydrogenase Zymo= 
nonas 228: 627 
polyphosphoinositide metab 
pancreas 227: 483 
pyruvate metab muscle 
221: ATT 
transport adipose insulin sex 
225: 343 
Glucosidase 
alpha kinetics mechanism iso> 
tope effect 226: 437 
hepatoma castanospermine 
232: 759 
lymphoma inhibition castaiios= 
permine 227: 795 
Glucoside 
aryl alpha glucosidase mechanism 
226: 437 
Glucosyl 
pyridinium alpha glucosidase 
mechanism 226: 437 


KEYWORD INDEX 


Glucuronidase 
beta iodinated endocytosis fit 
broblast 229: 213 
Glucuronidation 
hydroxycoumarin liver region 
glucose 226: 749 
Glucuronosyltransferase 
hydroxysteroid UDP rat genetics 
230: 403 
Glucuronyltransferase 
UDP liver fetus dexamethasone 
225: 183 
Glutamate 
decarboxylase brain transamina> 
tion apoenzyme 231: 705 
decarboxylase kinetics fluoroglu= 
tamate isomer Escherichia 
229: 675 
decarboxylase multiple form 
brain 231: 695 
dehydrogenase conformation 
change neg cooperativity 
225: 209 
dehydrogenase kinetics proteoly= 
sis liver 230: 95 
metab thymocyte proliferation 
228: 353 
Glutaminase 
phosphate dependent brain 
kidney 229: 399 
Glutamine 
glucose fructose diphosphate 
metab 232: 521 
metab liver phenylephrine 
230: 457 
metab thymocyte proliferation 
228: 353 
rich cereal seed protein confor= 
mation 226: 557 
Glutamyl 
veptide assimilation erythrocyte 
227: 833 
Glutathione 
efflux liver hormone 226: 545 
insulin metab liver 225: 349 
reaction crystallin mixed disul= 
fide 230: 143 
reductase glucose phosphate 
dehydrogenase 231: 805 
reductase glucose phosphate 
dehydrogenase polemic 
231: 806 
S transferase acidic form testis 
230: 125 
S transferase liver selenium 
tocopherol 227: 823 
transferase delta subunit struc> 
ture liver 227: 457 
transferase interaction porphyrin 
229: 823 
transferase isoenzyme kidney 
cytosol 230: 609 
transferase subunit brain human 
225: 375 
transferase subunit kinetic inde= 
pendence 231: 263 
transferase subunit liver 
232: 781 
Glycan 
branching sialylation Thy 1 
antigen 226: 519 
ricin resistance hybrid glycopro> 
tein 226: 487 


' 
~—- 
‘ } 
\ ' 


KEYWORD INDEX 


Glycera 
Hb monomer NMR chromatog 
226: 131 
Glyceride 
formation liver hormone 
225: 455 
formation microsome safflower 
230: 379 


prodn safflower microsome phos> 


phatidylcholine 232: 217 
Glycerol 
kinase liver hormone 225: 455 
phosphate acylation microsome 
safflower 230: 379 
phosphate acyltransferase liver 
hormone 230: 525 
phosphate acyltransferase nora= 
drenaline polemic 231: 495 
phosphate dehydrogenase aldo= 
lase complex formation 
229: 57 
Glycerophosphate 
acyltransferase adipocyte nora> 
drenaline 226: 269 
Glycia ~ 
bile acid binding calcium phos= 
phate 229: 265 
cleavage enzyme kidney acidosis 
231: 477 
peptide metab kidney 229: 545 
Glycoconjugate 
seed soybean agglutinin binding 
228: 127 
Glycogen 
alanine formation muscle 
231: 801 


formation muscle insulin prosta= 


glandin 227: 337 
formation muscle insulin starva> 
tion 227: 355 
lysosome liver Acarbose 
228: 319 
muscle creatine depletion 
232: 125 
muscle incubation 232: 927 
phosphorylase activation hor= 
mone calcium 228: 565 
phosphorylase hepatocyte puri= 
nergic receptor 231: 797 
protein bound eye retina 
229: 269 
storage disease gluconeogenesis 
glucose homeostasis 231: 755 
synthase liver fructose phosphate 
232:.133 


synthase phosphorylation calcium 


liver 232: 697 
Glycogenolysis 
liver enkephalin 227: 191 
Glycohydrolase 
NAD thyroid membrane 
226: 415 
Glycol 
vanillyl laccase lignin biodegrdn 
model 229: 277 
Glycolipid 
milk fat globule membrane 
227: 155 
Glycolysis 
HeLa fibroblast glutamine 
232: 521 


mammary gland starvation feed= 


ing 232: 931 


muscle insulin prostaglandin 
227: 337 

phosphofructokinase phosphory= 
lation adipose tissue 
232: 897 

pyrophosphate fructosephosp= 
hate phosphortransferase 
plant 227: 299 


Glycopeptide 


endoacetylglucosaminidase liver 
cytoplasm 229: 379 

fucosyl liver regeneration 
229: 521 


Glycophorin 


oligosaccharide blood group 
Cad Sda 232: 813 


Glycoprotein 


acid inflammation ethynylestra> 
diol 225: 681 

albumin saliva mastication lubri= 
cation 230: 817 

cytochrome b245 neutrophil 
227: 783 

degrdn peroxide 228: 615 

dolichol dexamethasone 
227: 675 

endoacetylglucosaminidase liver 
cytoplasm 229: 379 

endosome liver 232: 33 

formation secretion hepatoma 
castanospermine 232: 759 

hepatocyte surface distribution 
227: 565 

hybrid sialylated asparagine 
linked glycan 226: 487 

keratinocyte adhesion 232: 67 

milk fat globule membrane 
227: 155 

mucus formation stomach 
228: 227 

oligosaccharide binding leuko= 
cyte liver membrane 
227: 345 

oligosaccharide fibroblast virus 
transformation 229: 441 

oligosaccharide processing intes= 
tine methyldeoxynojirimycin 
226: 733 

PASIV distribution organ 
228: 233 

peripheral nerve myelin mem= 
brane 228: 43 

processing virus host cell depen= 
dence 229: 47 

proline rich salivary gland genet= 
ics 230: 369 

Tamm Horsfall detn urine 
227: 957 

Tamm Horsfall immunoreactivi> 
ty kidney 225: 481 

variant surface purifn Trypano= 
soma 230: 195 


Glycosaminoglycan 


family heparin heparan sulfate 
230: 665 

formation intestine mast cell 
227: 661 

sulfated formation cartilage 
228: 443 


Glycosylation 


collagen crosslinking glucose 
tendon 225: 745 
protein diabetes glucose aldes 


hyde dicarbonyl 226: 385 
virus protein host cell depen= 
dence 229: 47 
Glycosyltransferase 
chondroitin sulfate formation 
chrordrocyte 226: 705 
Glyoxal 
bisguanylhydrazone ornithine 
decarboxylase 231: 213 
Glyoxylate 
alanine aminotransferase Sac= 
charomyces 231: 157 
reductase mitochondria Euglena 
227: 211 
Goat 
mammary fatty acid synthetase 
sequence 227: 21 
Gelgi 
calcium transport ATPase mam= 
mary lactation 226: 741 
lipoprotein asialofetuin metab 
hepatocyte 227: 529 
UDP galactose transport acetyl= 
lactosamine 225: 67 
Granule 
membrane mast cell ATPase 
226: 335 
zymogen pancreas protein kinase 
227: 743 
Gre 


gene galactolipid sulfotransferase 
testis kidney 231: 401 
Group 
specific component G actin 
DNase 228: 471 
Growth 
factor epidermal receptor neo= 
plastic transformation 
229: 119 
factor platelet fibroblast inositol 
lipid 232: 99 
hormone receptor monoclonal 
antibody 231: 459 
hormone variant receptor 
225: 283 
GSH 
liver ethanol 225: 565 
GSSG 
glucose phosphate dehydroge= 
nase NADPH 231: 805 
NADPH glucose phosphate 
dehydrogenase polemic 
231: 806 
GTP 
adenosine receptor regulation 
229: 91 
binding protein pertussis toxin 
232: 191 
hear. muscarinic binding 
231: 469 
microtubule assembly 232: 657 
muscarinic phosphoinositide 
metab 232: 751 
GTPase 
adenosine receptor adenylate 
cyclase brain 232: 501 
transducin interaction rhodopsin 
retina 232: 669 
transducin retina species specif= 
icity evolution 225: 227 
Guanine 
nucleotide binding protein cyc= 
lase 231: 39 


ee 57 
po fF 
- 
Pe 
po 
po 
_ 
a 
a 
ee 
a 
i 


58 


nucleotide brain phosphoinosi= 
tide metab 232: 799 
nucleotide protein muscarinic 
receptor 229: 539 
Halide 
cytochrome b5 reductase inhib= 
ition 230: 273 
Halistaurin 
calcium detn 228: 745 
Haptoglobin 
plasminogen chymotrypsinogen 
complement homol 225: 135 
Hb 


monomer Glycera NMR chroma 


tog 226: 131 

retinoate epoxidase 232: 459 

Root effect ligand striped marlin 
228: 409 

structure Artemia 227: 917 

Heart 

adenosine formation release 
229: 799 

adenosine kinase function 
226: 343 

adenosine regulation kinase 
226: 344 

artery calcium inositol phosphate 
metab 231: 497 

calcium respiration vitamin D 
226: 155 

carnitine palmitoyltransferase 
inhibition 230: 169 

contraction protein metab 
isoprenaline 231: 299 

fatty acid oxidn oxfenicine 
227: 651 

glucose fatty acid cycle 
232: 585 

glycoprotein PASIV 228: 233 


lectin cattle species tissue specif> 


icity 228: 147 

lipoamide dehydrogenase immu= 
nogenicity 226: 509 

mitochondria ATPase assocn 
phospholipid 225: 597 

mitochondria calcium sodium 
antiport 229: 161 

mitochondria malic enzyme 
2252335 

mitochondria substrate transport 
metab 230: 657 

muscarinic binding GTP 
231: 469 

myocyte triglyceride hydrolase 
232: 229 

NADH dehydrogenase subunit 
crosslinking 227: 467 

nucleotidase inhibition adenine 
nucleotide analog 226: 645 

phosphofructokinase isoenzyme 
231: 193 

phospholamban calmodulin 
binding phosphorylation 
226: 859 

phosphorylation isoprenaline 
226: 113 


protein formation glucagon 
228: 575 
pyruvate dehydrogenase El 
phosphorylation 231: 523 
pyruvate dehydrogenase triiodo= 
thyronine starvation 
232: 255 


region protein formation 
225: 487 
troponin T isoform structure 
225: 549 
ubiquinone redn mitochondria 
229: 621 
Heat 
hydrogen peroxide liver mito= 
chondria 226: 403 
liver tryptophan pyrrolase thy= 
roxine 226: 397 
HeLa 
glucose fructose diphosphate 
glutamine 232: 521 
metallothionein formation cad= 
mium 227: 879 
nucleus nucleoside triphospha> 
tase 227: 503 
Helix 
conformation collagen lysyl 
hydroxylase 230: 475 
Hemagglutinin 
amebocyte Carcinoscorpius 
230: 321 
Heme 
cytochrome P450 liver pheno= 
barbitone 229: 73 
formation aminolevulinate liver 
human 227: 893 
hemopexin asialohemopexin 
receptor liver 231: 663 
oxidative degrdn mechanism 
226: 767 
spin state cytochrome c551 
peroxidase 230: 227 
Hemicellulose 
complex bean cell wall 227: 475 
Hemicentrotus 
embryo ADP ribosyltransferase 
nucleus 225: 429 
Hemin 
cytochrome P450 demethylase 
reconstitution 227: 277 
urine biliverdin 229: 477 
Hemopexin 
heme receptor liver 231: 663 
Hemoprotein 
urine biliverdin 229: 477 
Hemosiderin 
iron overload lipid peroxidn 
229: 135 
Heparan 
sulfate heparin glycosaminogly= 
can family 230: 665 
Heparin 
assocn phosphatidylcholine 
plasma 227: 57 
cofactor antithrombin III argi= 
nine 231: 59 
heparan sulfate glycosaminogly= 
can family 230: 665 
lipoprotein lipase binding pH 
226: 409 


mononiclear cell factor induction 


230: 83 
oligosaccharide mol structure 
229: 369 
Hepatectomy 
partial ketone body metab 
2312225 
Hepatocyte 
amino acid transport regulation 
231: 315 


KEYWORD INDEX 


apolipoprotein diet cholesterol 
227: 29 
cadmium toxicity metallothion= 
ein 230: 395 
calcium transport inositol tri 
phosphate 232: 435 
culture complement formation 
232: 93 
ethanol glucose phosphate dehy= 
drogenase 226: 123 
ethanol metab 229: 323 
glycogen phosphorylase puri= 
nergic receptor 231: 797 
hydroxynonenal metab 
228: 363 
inositol triphosphate formation 
hormone 232: 237 
iron transferrin transport metab 
232: 819 
ketone body formation pyruvate 
231: 565 
lipid metab ethanol 228: 673 
lipogenic enzyme fructose insulin 
227: 939 
lipoprotein secretion asialofetuin 
metab 227: 529 
metab glucagon 225: 761 
phosphorylase activation protein 
kinase 231: 511 
prolactin receptor 228: 383 
retinol esterification 230: 617 
sepn digitonin collagenase perfu= 
sion 228: 757 
sucrose organelle digiionin extn 
232: 773 
surface glycoprotein distribution 
227: 565 
Hepatocytes 
respiration gluconeogenesis 
ethanol 230: 595 
Hepatoma 
actin polymn hormone 230: 709 
glycoprotein formation secretion 
castanospermine 232: 759 
ornithine decarboxylase inhibitor 
complex 225: 689 
ornithine decarboxylase liver 
kidney 226: 577 
Hevea 
ATPase chloride stimulation 
226: 85 
tonoplast ATPase regulation 
proton gradient 229: 459 
Hexadecenoate 
chloroplast phosphatidylglycerol 
228: 707 
Hexokinase 
liver anomer specificity 
230: 345 
Hexose 
transport insulin mechanism 
232: 245 
High 
density apolipoprotein E metab 
226: 715 
mobility group protein phospho> 
rylation kinase 227: 271 
Histamine 
receptor cAMP chondrocyte 
225: 395 
Histidase 
liver hormone sex 231: 785 


—s 
3 \ 
j 
¢ 
. ° 
: & 


KEYWORD INDEX 


Histidine 
protenation trypsin inhibitor 
complex NMR _ 231: 677 
Histidylriboflavin 
purifn dehydrogenase 231: 651 
Histone 
dinitrophenyl nucleosome recon= 
stitution 227: 125 
fragment protein kinase C detn 
231: 489 
HMG 
protein heterogeneity organ 
229: 233 
HMGi 
protein phosphorylation protein 
kinase C 227: 271 
Hopanoid 
Methylococcus Methylomonas 
231: 635 
Rhodopseudomonas 228: 769 
Hordein 
C carbon 13 NMR _ 232: 617 
C conformation 226: 557 
Hormone 
actin polymn hepatoma leuko= 
cyte 230: 709 
adenosine kinase heart 
226: 344 
calcium transport liver 232: 911 
histidase liver sex 231: 785 
inositol triphosphate formation 
232: 237 
mRNA liver dietary carbohy= 
drate 226: 637 
phenylalanine hydroxylase liver 
diabetes 227: 169 
Horseradish 
peroxidase transcytosis liver 
bile 229: 529 
HPLC 
mucin purifn 229: 419 
porphyrin feces porphyria 
227: 327 
reversed phase bilirubin conju> 
gate 225: 787 
HTC 
cell ornithine decarboxylase 
inactivation polyamine 
228: 297 
Human 
chromosome defect recombinant 
DNA review 226: 1 
complement binding protein 
gene cloning 230: 133 
complement Clq B chain se> 
quence 231: 729 
cytochrome P450 isoform rat 
232: 869 
lactate dehydrogenase gene 
sequence 231: 537 
liver alpha fucosidase 230: 75 
organ indolylamine dioxygenase 
230: 635 
procollagen cDNA cloning 
229: 183 
rat albumin bilirubin photoisom= 
erization 230: 561 
Xenopus rRNA 18S sequence 
232:.725 
Hyaluronate 
binding protein proteoglycan 
231: 129 
formation inhibition nucleotide 


deriv 225: 699 
proteoglycan binding region 
link protein 228: 77 
Hybridization 
mRNA detn plasminogen activa= 
tor 231: 309 
Hydralazine 
amine oxidase brown adipose 
232: 415 
Hydrogen 
ion NADH oxidn mitochondria 
plant 232: 471 
peroxide liver mitochondria 
thyroxine 226: 403 
transfer ethanol metab 
229: 315 
transfer stereochem malate 
dehydrogenase archaebacteria 
226: 885 
Hydrogenase 
iron sulfur cluster Megasphaera 
MCD 227: 333 
Hydrolase 
adenosylhomocysteine placenta 
230: 43 
adenosylhomocysteine placenta 
adenosine cAMP 232: 643 
palmitoyICoA monoacylglycerol 
lipase nonspecific carboxylase 
232: 479 
platelet activating factor forma= 
tion 229: 811 
size lysosome 226: 283 
triglyceride heart myocyte 
232: 229 
Hydrolysis 
lysine nitroanilide papain cata> 
lyzed 226: 601 
Hydroperoxidase 
prostaglandin chloroaniline 
oxidn 226: 803 
Hydrosteroid 
dehydrogenase multiple form 
development 225: 391 
Hydroxycholesterol 
formation sterol carrier protein 
230: 19 
Hydroxycoumarin 
glucuronidation liver region 
glucose 226: 749 
Hydroxyl 
radical copper thiol 232: 309 
radical Phanerochaete ligninase 
lignin 226: 455 
Hydroxylapatite 
formation collagen chondroitin 
sulfate 228: 463 
Hydroxylase 
lysyl collagen helix conformation 
230: 475 | 
lysyl prolyl inhibition oxogluta> 
rate analog 229: 127 
phenylalanine liver diabetes 
hormone 227: 169 
phenylalanine liver monkey 
genetics 231: 197 
prolyl elicitor induced bean 
229: 693 
Hydroxymethylglutaryl 
CoA reductase hepatocyte fruc= 
tose insulin 227: 939 
CoA reductase liver insulin 
230: 747 


59 


CoA synthase acetyl intermedi= 
ate liver 227: 601 
CoA synthase liver 227: 591 
CoA synthase succinylation 
inactivation 232: 37 
Hydroxymethyltransferase 
serine allothreonine Clostridium 
232: 621 
Hydroxynonenal . 
metab hepatocyte 228: 363 
Hydroxyphosphonobutanoate 
inhibition phosphoglycerate 
mutase 230: 535 
Hydroxyproline 
peptide metab kidney 229: 545 
Hydroxysteroid 
dehydrogenase multiple form 
liver 225: 383 
UDP glucuronosyltransferase 
rat genetics 230: 403 
Hydroxysuccinimidyl 
azidobenzoate TSH receptor 
225: 753 
Hypercholesterolemia 
bile acid binding calcium phos= 
phate 229: 265 
prevention fluoromevalonate 
227: 247 
Hyperthyroidism 
fructose phosphate muscle 
231: 217 
Hypertrophy 
chondrocyte collagen X forma= 
tion 227: 545 
Hypoglycemia 
liver hypoglycin 229: 387 
Hypoglycin 
toxicity liver 229: 387 
Hypolipidemic 
liver protein peroxisome prolif= 
eration 227: 767 
Hypothyroidism 
hydrogen peroxide liver mito> 
chondria 226: 403 
Hypoxia 
protein formation organ 
228: 179 
Ig 
lambda chain sequence amyloid 
fibril 232: 183 
secretory component fragmenta> 
tion redn 226: 661 
secretory component trypsin 
fragmentation 229: 759 
IgA 
| aa group mouse 225: 113 


endocytosis processing embryo 
yolk sac 227: 639 
immobilization silica surface 
227: 363 227: 373 
Immobilization 
cathepsin muscle 230: 833 
IgG silica surface 227: 363 
227: 373 
Immunoaffinity 
chromatog aminobutyrate ami> 
notransferase 230: 481 
chromatog nuclectide requiring 
enzyme 226: 653 
chromatog terminal deoxynu= 
cleotidyltransferase 231: 105 


60 


Immunoassay 
enzyme fibronectin 226: 811 
Immunofluorescence 
Tamm Horsfall glycoprotein 
kidney 225: 481 
Immunogenicity 
lipoamide dehydrogenase heart 
226: 509 
Immunoperoxidase 
optical electron microscopy 
glycoprotein kidney 225: 481 
Immunoradiometry 
detn endopeptidase organ 
228: 119 
Immunoreactivity 
kidney Tamm Horsfall glycopro= 
tein 225: 481 
Immunorecognition 
estrogen receptor form 230: 203 
Indolylamine 
dioxygenase human organ 
230: 635 
Inflammation 
acute phase protein PP63 liver 
230: 603 
C reactive protein mRNA liver 
227: 759 
mononuclear cell factor induction 
230: 83 
oligosaccharide formation liver 
dexamethasone 227: 675 
orosomucoid blood 225: 681 
Inhibitor 
receptor radiation model 
226: 797 
Inorg 
pyrophosphatase kinetics Strep> 
tococcus 231: 485 
Inositol 
hexakisphosphate oxyHb confor= 
mation dromedary 231: 793 
lipid fibroblast platelet growth 
factor 232: 99 
phosphate ganglion neurotran> 
smitter 227: 263 
phosphate insulin phospholipid 
231: 269 
phosphate neutrophil chemotaxin 
calcium 229: 361 
phosphate pituitary LHRH 
226: 563 
tetrakisphosphate formation 
brain carbachol 232: 211 
triphosphate formation brain 
guanine nucleotide 232: 799 
triphosphate formation hormone 
232: 237 
triphosphate formation hormone 
‘calcium 227: 79 
triphosphate hepatocyte calcium 
transport 232: 435 
triphosphate platelet activation 
collagen 226: 831 
triphosphate platelet calcium 
release 230: 247 
trisphosphate calcium pancreatic 
islet 227: 965 
trisphosphate insulin secretion 
228: 713 
trisphosphate metab parotid 
carbachol 229: 505 
trisphosphate parotid neurotran= 
smitter 225: 263 


trisphosphate phosphatase calci= 
um artery 231: 497 


Instruction 


author 225: 1 


Insulin 


actin polymn hepatoma leuko= 
cyte 230: 709 

amino acid metab muscle 
229: 19 

amino acid transport hepatocyte 
231: 315 

cAMP phosphodiesterase adipo= 
cyte 227: 815 

casein kinase liver 225: 321 

degrdn liver vesicle 228: 137 

enzyme liver 230: 525 

ethanol glucose phosphate dehy= 
drogenase 226: 123 

fructose diphosphate adipose 
225: 421 

glucose transport adipose sex 
225: 343 

glyceride formation gluconeogen= 
esis 225: 455 

hepatocyte lipogenic enzyme 

: 939 


hexose transport mechanism 
232: 245 

hydroxymethylglutaryl CoA 
reductase liver 230: 747 

lipid formation intestine liver 
231: 221 

lipogenesis adipocyte phorbol 
ester 225: 523 

mechanism membrane proteoly> 
sis 227: 137 

metab liver disulfide thiol 
225: 349 

muscle glycolysis prostaglandin 
227: 337 

NMR tyrosine residue 229: 731 

pancreas interferon 228: 87 

phosphoinositide metab pancreas 
227: 483 

phospholipid metab diglyceride 
231: 269 

protein formation muscle starva> 
tion 227: 355 

protein formation prostaglandin 
221: 255 

protein metab muscle 230: 117 

protein ribosylation cholera 
toxin 228: 593 

pyruvate metab muscle 
227: 177 

receptor complex adipocyte 
232: 49 

receptor complex structure 
229: 513 

receptor formation adipocyte 
232: 71 

receptor kinase endogenous 
protein substrate 227: 887 

receptor RINmSF cell 226: 867 

release fatty acid 227: 995 

secretion calcium calmodulin 
228: 529 

secretion calcium channel 
231: 629 

secretion inhibition noradrena= 
line 226: 571 

secretion inositol trisphosphate 
228: 713 


KEYWORD INDEX 


tritium labeled prepn 231: 389 
tryptophan metab liver 
229: 499 
urea cycle enzyme fetus 
225: 271 
vanadate muscle glucose metab 
232: 273 
Interferon 
cell proliferation differentiation 
review 226: 345 
pancreas insulin 228: 87 
Interleukin 
stimulation retinoate 230: 339 
2 Escherichia 229: 429 
Interstitial 
proteoglycan connective tissue 
230: 181 
Intervertebral 
disk keratan sulfate formation 
228: 443 
Intestine 
bacteria dimethylamine forma 
tion 232: 403 
calcitriol responsive cell 
225: 127 
dihydroxycholecalciferol receptor 
marmoset cholecalciferol 
227: 555 
epithelium EGF receptor 
225: 85 
fructose diphosphate 232: 623 
lipid formation insulin 231: 221 
mast cell glycosaminoglycan 
formation 227: 661 
metab substrate starvation 
231; 713 
microperoxisome erucate metab 
225: 301 
oligosaccharide processing me> 
thyldeoxynojirimycin 
226: 733 
palmitoyl CoA oxidase detn 
227: 205 
small sheep mucin purifn 
229: 419 
sodium transport chick dihy= 
droxycholecalciferol 230: 441 
sucrase isomaltase metab 
229: 751 
Intracellular 
free calcium polymorphonuclear 
leukocyte recovery 231: 205 
Invariant 
analysis coupled reaction kinet> 
ics. 232: 791 
Invertase 
endocytosis liver endosome 
lysosome 225: 645 
Iodinated 
beta glucuronidase endocytosis 
fibroblast 229: 213 
Ionic 
strength triiodothyronine recep= 
tor 232: 663 
Ionophore 
Sarcophaga sarcotoxin I 
229: 453 
Iris 
platelet activating factor 
228: 697 
Iron 
ADP liver lipid peroxidn 
227: 629 


d 

. 
N 
~4 
\ ‘ 
lil 


KEYWORD INDEX 


EDTA metmyoglobin metsulf= 
myoglobin redn 229: 765 
overload lipid peroxidn hemo= 
siderin ferritin 229: 135 
sulfur cluster hydrogenase Me= 

gasphaera MCD 227: 333 
transferrin transport metab 
hepatocyte 232: 819 
Isobutyraldoxime 
methylation Pseudomonas 
226: 147 


Isocitrate 


dehydrogenase calcium mito> 
chondria 231: 581 
dehydrogenase interaction calci> 
um chelator 229: 817 
Isoenzyme 
acetylhexoxaminidase oligosac= 
charide structure brain 
232: 637 
glutathione transferase kidney 
cytosol 230: 609 
glutathione transferase kinetics 
liver 231: 263 
phosphofructokinase organ 
231: 193 
phosphofructokinase subunit 
genetics rat 229: 333 
tyrosinase aggregation equil 
melanoma 228: 95 


Isolation 


Pseudechis neurotoxin 232: 367 


Isomaltase 


sucrase metab intestine 
229: 751 


Isomerase 


oxosteroid inhibition progester= 
one deriv 226: 469 

protein disulfide liver microsome 
228: 635 

Isoprenaline 

heart contraction protein metab 
231: 299 

heart phosphorylation 226: 113 

phosphofructokinase phospho= 
ryltion adipose 232: 905 

proline rich protein salivary 
gland 230: 369 

Isopycnic 

centrifugation thyroid lysosome 
isolation 232: 529 


Isotope 


effect alpha glucosidase kinetics 
mechanism 226: 437 


Kallikrein 


detn radioimmunoassay antibody 
231: 721 
urine 232: 851 


Keratan 


sulfate formation cartilage 
228: 443 


Keratin 


degrdn proteinase Trichophyton 
232: 139 


Keratinocyte 


adhesion glycoprotein 232: 67 


Ketoacyl 


CoA thiolase formation peroxi= 
some 226: 697 » 


Ketogenesis 


glucagon hydroxymethylglutaryl 
CoA synthase succinylation 
232: 37 


Ketogluconate 
dehydrogenase Gluconobacter 
avin 231: 651 
transport vesicle Pseudomonas 
228: 257 
Ketohexokinase 
liver 230: 53 
Ketone 
body formation pyruvate hepa> 
tocyte 231: 565 
body metab partial hepatectomy 
231: 225 
Kidney 
branched chain oxoacid dehy= 
drogenase resoln 225: 731 
carnosinase 228: 653 
cell Tamm Horsfall glycoprotein 
225: 481 
cerebellum cholecalcin charac> 
terization 231: 89 
cytosol glutathione transferase 
isoenzyme 230: 609 
epithelium phosphate transport 
sodium 230: 715 
epithelium proton tetraethylam= 
monium antiport 227: 199 
galactolipid sulfotransferase grec 
gene 231: 401 
glycine cleavage enzyme acidosis 
231: 477 
high density apolipoprotein 
metab 226: 715 
hydroxyproline glycine peptide 
metab 229: 545 
metallothionein mRNA copper 
228: 425 
microvillus aminopeptidase W 
230: 753 
microvillus membrane carboxy= 
peptidase P 229: 251 
nickel peptide carbohydrate 
complex 230: 35 
ornithine decarboxylase liver 
hepatoma 226: 577 
PGE2 formation diarachidonin 
232: 625 
phosphate dependent glutami= 
nase 229: 399 
prolinase nonspecific depepti= 
dase identity 231: 689 
pyruvate dehydrogenase El 
phosphorylation 231: 523 
pyruvate dehydrogenase triiodo= 
thyronine starvation 
232: 255 
serine formation 230: 303 
Kinase 
adenosine function heart 
226: 343 
C neutrophil oxidase chemotaxis 
phagocytosis 232: 323 
casein cation protein liver 
230: 69 
casein regulation liver 225: 321 
creatine bone hormone 
225: 591 
creatine proteinase K cleavage 
site 228: 375 
endocytosis organ 229: 409 
glycerol liver hormone 225: 455 
inhibitor calcium protein brain 
232: 559 
insulin receptor endogenous 


protein substrate 227: 887 

myosin caldesmon gizzard 
230: 695 

nucleoside diphosphate brain 
microtubule 232: 651 

nucleoside diphosphate microtu= 
bule assembly 232: 657 

protein acetyl CoA carboxylase 
226: 139 

protein aldosterone secretion 
232: 87 

protein C detn histone fragment 
231: 489 

protein C phosphorylation 
HMGI protein 227: 271 

protein calmodulin brain 
232: 629 

protein cAMP substrate pancre= 
as 227: 727 

protein catecholamine secretion 
228: 35 

protein hepatocyte phosphory= 
lase activation 231: 511 

protein inhibitor peptide 
231: 655 

protein opiate 227: 389 

protein pancreas amylase se= 
cretion 230: 151 

protein pancreas zymogen gran> 
ule 227: 743 

protein phosphofructokinase 
phosphorylation adipose 
tissue 232: 897 

protein phosphopeptide confor= 
mation product 229: 485 

protein phosphorylation chloro= 
plast stroma 231: 97 

protein polyamine cobaltammine 
232: 767 

protein stomach acid secretion 
232: 609 

pyridoxal interaction tryptophan 
metabolite 227: 537 

pyruvate dehydrogenase subunit 
reconstitution 231: 523 

pyruvate liver diet carbohydrate 
starvation 226: 299 

regulation adenosin< heart 
226: 344 

spermine binding protein pros= 
tate 230: 293 


Kinetic 


parameter Michaelis Menten 
analysis 231: 171 


Kinetics 


enzyme coupled reaction 
232: 791 

enzyme detn substrate binding 
protein 229: 559 

enzyme detn suicide substate 
227: 843 

enzyme inactivation reaction 
order 231: 493 

enzyme initial velocity estn 
228: 55 

enzyme integrated rate equation 
226: 29 

enzyme modification unstable 
inhibitor polemic 227: 1025 

enzyme progress curve analysis 
231: 65 

fructokinase liver cytosol 
228: 667 


es 61 

PS _ q 
a 

a 
a 

LT 

_ a 

: _ a 
a a : 
a 
3 _ 

a 
a 

Pe 
Pe 
a 


62 


papain hydrolysis lysine nitroan= 
ilide 226: 601 
photochem reaction bilirubin 
226: 251 
Kirsten 
sarcoma virus transformation 
growth factor 229: 119 
Klebsiella 
cyanurate metab 231: 25 
flavodoxin gene nifF cloning 
231: 743 
gene nifF flavodoxin sequence 
232: 891 
propanediol dehydrogenase 
231: 145 
ribitol dehydrogenase gene clon> 
ing sequence 230: 579 
ribitol dehydrogenase sequence 
230: 569 
Kupffer 
liver collagen transport metab 
228: 415 
L 
cell protein turnover detn 
226: 361 
Laccase 
vanillyl glycol lignin biodegrdn 
model 229: 277 
Lactamase 
beta Enterobacter 228: 241 
beta inhibition penam sulfone 
225: 435 
beta kinetics cephalosporin 
231: 83 
beta zinc Pseudomonas 
229: 791 
Lactate 
dehydrogenase Acinetobacter 
227: 753 
dehydrogenase Acinetobacter 
membrane 231: 407 
dehydrogenase gene sequence 
human 231: 537 
Lactation 
calcium transport ATPase Golgi 
mammary 226: 741 
lipolysis adipose sheep hormone 
230: 651 
starvation mammary lipogenesis 
228: 727 
Lactoferrin 
milk neutrophil 229: 353 
Lactose 
proton carrier protein Escheric= 
hia 227: 287 
Laminin 
puromycin aminonucleoside 
nephrosis 226: 243 
subunit processing F9 carcinoma 
229: 259 
Lanthanide 
binding parvalbumin cadmium 
NMR 227: 711 
enhanced affinity chromatog 
collagenase 225: 553 
Lathyrogen 
protein lysine oxidase bone 
232: 293 
Laticauda 
erabutoxin sequence 226: 879 
Leaf 
pea oleate desaturase specificity 
microsome 225: 267 


Lectin 
Eranthis 227: 949 
galactoside binding thymus 
226: 379 
heart cattle species tissue specif> 
icity 228: 147 
protein SAP methylcarboxyethy= 
lidenegalactopyranoside 
225: 107 
receptor binding radioaffinity 
assay 228: 127 
rice acetylglucosaminide binding 
229: 687 
Legumin 
conglutin storage protein lupine 
232: 673 
like protein pea cereal 226: 847 
Lens 
capsule collagen assembly 
226: 527 
neutral proteinase inhibition 
DFP 228: 517 
Lentil 
amine oxidase kinetics 232: 923 
Leucine 
amino acid metab muscle 
229: 19 
diet tryptophan metab 225: 277 
metab testis epithelium 
226: 889 
Leukemia 
cell similarity brain antigen 
225: 291 
dihydrofolate reductase metho> 
trexate resistance 225: 609 
inositol triphosphate formation 
hormone 232: 237 
ornithine decarboxylase difluoro= 
methylornithine cadavcrine 
232: 605 
ornithine decarboxylase glyoxal 
bisguanylhydrazone 231: 213 
Leukocyte 
actin polymn hormone 230: 709 
lysosome cystine transport pH 
228: 263 
lysosome cystinosis cystine cys> 
teamine 228: 545 
membrane binding oligosacchar> 
ide 227: 345 
phagocytosis actin cytosol mem> 
brane 225: 807 
serine proteinase inhibitor bron= 
chus 225: 463 
Leydig 
cell LTB4 formation 230: 821 
tumor cAMP LH adenosine 
230: 211 
LH , : 
cAMP Leydig tumor adenosine 
230: 211 
steroidogenesis calmodulin lipox> 
ygenase 232: 55 
LHRH 
conjugation toxin 227: 343 
inositol phosphate pituitary 
226: 563 
phospholipid metab pituitary 
231: 19 
steroidogenesis calmodulin lipox= 
ygenase 232: 55 
Ligament 
collagen type VI formation 
230: 465 


KEYWORD INDEX 


Ligand 
blotting lipoprotein receptor 
229: 785 
transporting membrane endo= 
some sepn 232: 25 
Lignin 
biodegrdn model quinone poly= 
mer 229: 277 
ligninase hydroxyl radical 
226: 455 
Ligninase 
lignin hydroxyl radical 226: 455 
Link 
protein detn radioassay cartilage 
232: 613 
protein heterogeneity cartilage 
232: 805 
protein proteoglycan binding 
region hyaluronate 228: 77 
Linoleate 
metab microsome ontogeny 
226: 305 
oxidn regulation liver sheep 
225: 233 
Lipase 
acylglycerol specificity liver 
229: 343 
lipoprotein heart myocyte 
232: 229 
lipoprotein heparin binding pH 
226: 409 
monoacylglycerol palmitoylCoA 
hydrolase nonspecific carb= 
oxylase 232: 479 
triglyceride myoblast differentia= 
tion 227: 583 
Lipid 
acetylcholinesterase activation 
energy 231: 237 
chylomicron remnant metab 
liver 232: 395 
formation intestine liver insulin 
231: zal 
formation Rhodopseudomonas 
229: 701 
inositol fibroblast platelet growth 
factor 232: 99 
mammary prolactin progesterone 
231: 321 
metab hepatocyte ethanol 
228: 673 
metabolizing enzyme peroxisome 
extraperoxisome 227: 737 
micelle detergent cytochrome c 
228: 201 
peroxidn asbestos desferrioxa= 
mine inhibition 225: 259 
peroxidn carbon tetrachloride 
aldehyde 227: 629 
peroxidn iron overload hemo> 
siderin ferritin 229: 135 
peroxidn stored body fluid 
230: 517 
Lipoamide 
dehydrogenase immunogenicity 
heart 226: 509 
Lipogenesis 
adipose mouse strain 231: 761 
insulin adipocyte phorbol ester 
225: 323 
insulin receptor complex 
232: 49 
mammary starvation feeding 
mercaptopicolinate 228: 727 


KEYWORD INDEX 


Lipogenic 
enzyme hepatocyte fructose 
insulin 227: 939 
enzyme mammary prolactin 
progesterone 231: 321 
Lipolysis 
adipose hormone starvation 
231::S31 


adipose sheep hormone pregnan> 


cy 230: 651 
Lipopolysaccharide 
Escherichia phage phiX174 
inactivation 231: 765 
interaction monocyte blood 
232: 379 
Lipoprotein 
cholesterol transfer membrane 
atherosclerosis 228: 219 
lipase heart myocyte 232: 229 
lipase heparin binding pH 
226: 409 
low density receptor detection 
229: 785 
metab T B lymphocyte 
227: 397 


plasma radiolabeling cholesterol 
ester 226: 319 
secretion hepatocyte asialofetuir. 
metab 227: 529 
Liposome 
ATP synthase bacteriorhodopsin 
energy 230: 543 
cytochrome oxidase proton 
transport detergent 228: 201 
Lipoteichoate 


formation Bifidobacterium phos= 


phatidylglycerol 228: 683 
Lipoxygenase 
cDNA pea 232: 79 
hormone steroidogenesis testis 
232: 55 
Liq 
chromatog bilirubin conjugate 
225: 787 
chromatog mucin purifn 
229: 419 
chromatog porphyrin feces por= 
phyria 227: 327 
chromatog vitamin D protein 
229: 669 
Liver 
acetylglutamate synthetase 
mitochondria arginine 
232: 329 


acute phase protein PP63 forma= 


tion 230: 603 
acyl CoA oxidase detn 227: 205 
acylglycerol lipase specificity 
229: 343 
adenosine deaminase develop= 
ment chicken 231: 329 
adenosylmethionine decarboxyl= 
ase Berenil Pentamidine 
231: 165 
ADP phosphorus 229: 141 
aldolase ketohexokinase 
230: 53 
alk phosphatase phosphatidyli= 
nositol phospholipase C 
227: 183 
alpha fucosidase development 
230: 75 ' 
amino acid transport regulation 


231: 315 

aminobutyrate aminotransferase 
immunoaffinity chromatog 
230: 481 

ATP ADP thyroid hormone 
227: 149 

bicarbonate metab oxalacetate 
227: 851 

bile horseradish peroxidase 
transcytosis 229: 529 

branched chain oxoacid dehy= 
drogenase activator 225: 509 

C reactive protein mRNA in= 
flammation 227: 759 

calcium electroneutral efflux 
mitochondria 225: 413 

calcium transport adrenaline 
230: 733 

calcium transport hormone 
232: 911 

calcium transport inositol tri= 
phosphate 232: 435 

cAMP phosphodiesterase metal= 
loenzyme membrane 
225: 143 

carnitine palmitoyltransferase 
inhibition 230: 169 

casein kinase cation protein 
230: 69 

casein kinase regulation 
225: 321 

cathepsin L human 226: 233 

cell collagen transport metab 
228: 415 

cell nucleus envelope sepn 
226: 95 

cell retinol esterification 
230: 617 

cholesterol formation fluorome= 
valonate 227: 247 

chromatin phosphoprotein mo= 
noclonal antibody 225: 357 

chylomicron remnant lipid metab 
232: 395 

copper metallothinein metab 
227: 903 

cytochrome P450 arylcyclopro> 
pane oxidn 232: 199 

cytochrome P450 epitope mul= 
tiplicity 231: 671 

cytochrome P450 human rat 
232: 869 

cytochrome P450 phenobarbi= 
tone 229: 73 

cytoplasm endoacetylglucosami= 
nidase 229: 379 

cytosol aldehyde dehydrogenase 
mechanism 225: 159 

cytosol fructokinase kinetics 
228: 667 

cytosol hydroxynonenal metab 
228: 363 

dehydrogenas hormone calcium 
mitochondria 231: 597 

digitonin perfusion compartmen= 
tation 226: 289 

dihydroorotate dehydrogenase 
trifluorothenoylacetone mito= 
chondria 225: 189 

DNase IV apurinic DNA 
225: 535 

endocytosis macroglobulin sub= 
tilisin complex 226: 75 


endosome phospholipid protein 
232: 33 

endosome proton pump ATPase 
225: 51 

endosome subfractionation cen= 
trifugation electrophoresis 
232: 25 

endothelium chondroitin sulfate 
metab 229: 63 

enoyl Coa reductase 227: 49 

enzyme dexamethasone glucagon 
225: 77 

ethanol metab 229: 323 

fatty acid desaturase obesity 
225: 307 

fatty acid oxidn mitochondria 
225: 233 

fatty acid oxidn riboflavin 
229: 717 

folate polyglutamate synthetase 
cobalamin nutrition 227: 73 

folate transformylase cobalamin 
nutrition 227: 67 

galactosyltransferase embryo 
227: 573 

gluconeogenesis mammary lipo= 
genesis 228: 727 

gluconeogenesis zonation 
229: 221 

glucose phosphate dehydroge= 
nase stabilization protein 
230: 489 

glutamate dehydrogenase kinet= 
ics proteolysis 230: 95 

glutamine metab phenylephrine 
230: 457 

glutathione S transferase seleni= 
um tocopherol 227: 823 

glutathione transferase delta 
subunit structure 227: 457 

glutathione transferase isoen= 
zyme kinetics 231: 263 

glutathione transferase subunit 
232: 781 

glyceride formation gluconeogen= 
esis hormone 225: 455 

glycogen lysosome Acarbose 
228: 319 

glycogen phosphorylase puri= 
nergic receptor 231: 797 

glycogen synthase fructose phos= 
phate 232: 133 

glycogen synthase phosphatase 
calcium 232: 697 

glycogenolysis enkephalin 
227: 191 

GSH ethanol 225: 565 

heme formation aminolevulinate 
human 227: 893 

hexokinase anomer specificity 
230: 345 

high density apolipoprotein 
metab -226: 715 

histidase hormone sex 231: 785 

hydroxymethylglutaryl CoA 
reductase insulin 230: 747 

hydroxymethylglutaryl CoA 
synthase 227: 591 

hydroxymethylglutaryl CoA 
synthase acetyl intermediate 
227: 601 

hydroxymethylglutaryl CoA 
synthase succinylation 232: 37 


5 4 
ee 63 
po 
PO 
po 


hydroxysteroid dehydrogenase 
multiple form 225: 383 
hydroxysteroid UDP glucurono= 
syltransferase strain 
230: 403 


hypoglycemia hypoglycin 
229: 387 


inositol triphosphate formation 
hormone 227: 79 

insulin degrdn vesicle 228: 137 

insulin metab disulfide thiol 
225: 349 

invertase endocytosis endosome 
lysosome 225: 645 

iron transferrin transport metab 
232: 819 

ketone body formation pyruvate 
231: 565 

lipid formation insulin 231: 221 

lipid peroxidn ADP iron 
227: 629 

lipogenic enzyme fructose insulin 
227: 939 

lipoprotein secretion asialofetuin 
metab 227: 529 

membrane adenylate cyclase 
protein 231: 39 

membrane binding oligosacchar> 
ide 227: 345 

metab glucagon 225: 761 

metallothionein mRNA copper 
228: 425 

metallothionein multiplicity 
231: 375 

microsome ATPase phosphopro= 
tein intermediate 226: 839 

microsome cytochrome b5 purifn 
226: 339 

microsome desaturase ontogeny 
227: 1021 

microsome dicarboxylyl CoA 
synthetase 230: 683 

microsome linoleate metab onto= 
geny 226: 305 

microsome lipase 232: 479 

microsome protein disulfide 
isomerase 228: 635 

mitochondria aspartate amino> 
transferase amino terminus 
228: 609 

mitochondria calcium sensitive 
enzyme 231: 581 

mitochondria carnitine palmi= 
toyltransferase 230: 389 

mitochondria carnitine palmi= 
toyltransferase diabetes star 
vation 232: 445 

mitochondria carnitine palmi= 
toyliransferase malonyl CoA 
232: 177 

mitochondria carnitine palmi= 
toyltransferase regulation 
230: 161 

mitochondria fatty acid oxidn 
obesity 231: 439 

mitochondria hydrogen peroxide 
thyroxine 226: 403 

mitochondria malonyl CoA 
231: 343 

mitochondria palmitoylcarnitine 
formation 229: 273 

mitochondria unsatd fatty acid 


diabetes 250: 329 

mRNA dietary carbohydrate 
hormone 226: 637 

oligosaccharide formation in= 
flammation dexamethasone 
227: 675 

organelle phosphatidate phos= 
phohydrolase translocation 
232: 485 

orosomucoid mRNA inflamma 
tion ethynylestradiol 
225: 681 

oxo acid dehydrogenase hormone 
232: 593 

oxoglutarate dehydrogenase 
vasopressin 225: 327 

phenylalanine hydroxylase dia= 
betes hormone 227: 169 

phenylalanine hydroxylase mon= 
key genetics 231: 197 

phenylalanine metab diabetes 
adrenalectomy 228: 249 

phorbol adrenaline glucagon 
228: 277 

phosphatidate phosphohydrolase 
hormone 230: 525 

phosphofructokinase isoenzyme 
231: 193 

phosphoglucomutase intermedi= 
ate phosphorylation 
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VIP receptor characterization 
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density lipoprotein receptor 
detection 229: 785 
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antibody 225: 291 
Lymphoma 
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Lyso 
platelet activating factor acyl= 
transferase 225: 723 
Lysophosphatidate 
blood platelet aggregation 
thrombin 232: 61 
Lysosome 
cystine transport pH leukocyte 
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228: 319 
hydrolase size 226: 283 
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232: 773 
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Macroglobulin 
alpha2 thioester conformation 
proteinase 231: 451 
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231: 417 
subtilisin complex endocytosis 
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cycle 226: 259 
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moplasma 226: 885 
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CoA carnitine palmitoyltransfer = 


ase 230: 161 
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CoA linoleate oxidn sheep 
225: 233 
CoA mitochondria liver 
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Malonyltransferase 
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227: 753 
dehydrogenase Acinetobacter 
membrane 231: 407 
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teichoic acid structure Brevibac= 
terium 226: 587 
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cartilage embryo 229: 561 
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topol 225: 543 
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liver 227: 695 
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232: 657 
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Root effect Hb ligand 228: 409 
Marmoset 
rickets model 227: 555 
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formation 227: 661 
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226: 335 
cell mononuclear cell factor 
induction 230: 83 
Mastication 
lubrication saliva glycoprotein 
albumin 230: 817 
Matrix 
calcified bone sialoprotein 
232: 715 
MCD 
hydrogenase iron sulfur cluster 
Megasphaera 227: 333 
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disruption thyroid lysosome 
isolation 232: 529 
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226: 369 
Acinetobacter dehydrogenase 
lactate mandelate 231: 407 
actin leukocyte phagocytosis 
225: 807 
ATPase calcium transport stom= 
ach 231: 737 
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231: 557 
binding protein brain calcium 
229: 587 
biol biophys method review 
228: 281 
calcium transport parotid 
227: 239 
cAMP phosphodiesterase metal= 
loenzyme liver 225: 143 
cholesterol transfer lipoprotein 
atherosclerosis 228: 219 
fluidity synaptosome brain drug 
229: 81 
glycoprotein hepatocyte distri= 
bution 227: 565 
glycoprotein peripheral nerve 
myelin 228: 43 
insertion protein enterocyte 
225: 275 
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charide 227: 345 
liver adenylate cyclase protein 
231: 39 
mannose phosphate receptor 
topol 225: 543 
mast cell ATPase 226: 335 
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dase P 229: 251 
milk fat globule monoclonal 
antibody 227: 155 
monocyte thromboplastin 
228: 735 
mycobacillin synthetase Bacillus 
225: 639 
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226: 415 
nucleoside diphosphatase trip= 
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230: 503 
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proteolysis insulin mechanism 
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sulfate 231: 571 
sarcoplasmic reticulum ATPase 
peptide 231: 425 
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231: 445 
synaptosome calcium transport 
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thyroid TSH receptor subunit 
227: 413 
topol nucleoside transporter 
erythrocyte 230: 777 
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Mercaptoethanol 
receptor aminotransferase dehy> 
drogenase mitochondria 
228: 493 
Mercaptopicolinate 
mammary lipogenesis starvation 
feeding 228: 727 
Metabolic 
substrate stomach acid secretion 
227: 223 
Metal 
ion tyrosinase kinetics 228: 647 
Metalloenzyme 
cAMP phosphodiesterase liver 
membrane 225: 143 
Metalloproteinase 
inhibitor rheumatoid synovial 
fluid 231: 505 
prokallikrein activation 
232: 851 
Metallothinein 
copper metab liver 227: 903 
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cadmium toxicity hepatocyte 
230: 395 
formation HeLa cadmium 
227: 879 
mRNA liver kidney copper 
228: 425 
multiplicity liver 231: 375 
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225: 263 
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bacteria 225: 441 
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232: 281 
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um 232: 431 
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late reductase 225: 609 
Methylamine 
chromatog 232: 403 
oxidn bacterium 228: 719 
Methylation 
phospholipid phosphatidylmeth= 
ylethanolamine neuroglia 
adrenergic response 231: 769 
Methylcarboxyethylidenegalactop= 
yranoside 
protein SAP lectin 225: 107 
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intestine oligosaccharide pro= 
cessing 226: 733 
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blue alc liver 232: 877 
Methylglyoxal 
bisguanylhydrazone mitochond= 
ria damage 228: 513 
bisguanylhydrazone ornithine 
decarboxylase 231: 213 
Methylhistidine 
metab mouse 232: 409 
Methylhydroxylase 
cresol Pseudomonas 228: 325 
cresol subunit flash photolysis 
228: 337 
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Methylmalonic 
semialdehyde isomer metab 
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hopanoid 231: 635 
Methylomonas 
hopanoid 231: 635 
Methylotroph 
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228: 719 
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232: 335 
Methyltransferase 
aldoxime Pseudomonas 
226: 147 
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development 232: 505 
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EDTA 229: 765 
Metsulfmyoglobin 
metmyoglobin redn iron EDTA 
229: 765 
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ymanol formation 229: 551 
Micelle 
casein structure NMR 228: 273 
lipid detergent cytochrome c 
228: 201 
Michaelis 
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229: 205 
Menten kinetic parameter analy> 
sis 231: 171 
Microorganism 
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231: 145 
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225: 301 
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228: 281 
Microsome 
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mitogen 226: 59 
ATPase phosphoprotein inter= 
mediate liver 226: 839 
ATPase stomach stimulation 
231: 641 
cytochrome bS purifn liver 
226: 339 
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226: 331 
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pane oxidn 232: 199 
desaturase liver ontogeny 
227: 1021 
fatty acid formation chloroplast 
226: 551 
glyceride prodn safflower phos= 
phatidylcholine. 232: 217 
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230: 403 
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lipase liver 232: 479 
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transferase reversibility 
227: 695 
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testis steroid metab 227: 909 
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230: 217 
Microtubule 
assembly CTP GTP 232: 657 
assembly model protein 
227: 439 
nucleoside diphosphate kinase 
brain 232: 651 
tubulin steady state tyrosine 
release 226: 311 
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kidney aminopeptidase W 
230: 753 
membrane kidney carboxypepti= 
dase P 229: 251 
membrane protein insertion 
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fat globule glycoprotein PASIV 
228: 233 
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lactoferrin neutrophil 229: 353 

Mitochondria 
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arginine liver 232: 329 

adenine nucleotide thyroid hor= 
mone 227: 149 

aminotransferase cytosol muscle 
225: 737 

aspartate aminotransferase 
malate dehydrogenase uptake 
228: 493 

ATPase Arum 225: 821 

ATPase assocn phospholipid 
heart 225: 597 
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erase octanoyltransferase 
226: 323 
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drogenase activator 225: 509 

calcium efflux ADP brain 
225: 41 

calcium electroneutral efflux 
liver 225: 413 

calcium hormone dehydrogenas 
liver 231: 597 

calcium pyruvate dehydrogenase 
interconversion brain 
227: 129 
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Michaelis const 229: 205 
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trol 225: 399 

damage methylglyoxal bisgua> 
nylhydrazone 228: 513 
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225: 189 

duroquinol oxidase Arum 
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fatty acid oxidn liver 225: 233 
fatty acid oxidn liver obesity 
231: 439 
fatty acid oxidn liver riboflavin 
229: 717 
glyoxylate reductase Euglena 
227: 211 
heart calcium sodium antiport 
229: 161 
heart substrate transport metab 
230: 657 
hydroxymethylglutaryl CoA 
synthase succinylation 
232: 37 
inner membrane NADH oxidase 
muscle 229: 631 
liver aspartate aminotransferase 
amino terminus 228: 609 
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231: 581 
liver carnitine palmitoyltransfer= 
ase 230: 389 
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ase diabetes starvation 
232: 445 
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ase malonyl CoA 232: 177 
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ase regulation 230: 16] 
liver hydrogen peroxide thyrox> 
ine 226: 403 
liver palmitoylcarnitine forma> 
tion 229: 273 
malic enzyme heart 225: 335 
malonyl CoA liver 231: 343 
metab muscle dinitrophenol 
229: 101 
NADH dehydrogenase subunit 
crosslinking 227: 467 
NADH dehydrogenase subunit 
mammal 230: 739 
NADH oxidn spinach cation 
232: 471 
phosphorylation thyroid hor= 
mone 226: 183 
proton translocation cytochrome 
DCCD 225: 407 
respiration protonmotive force 
chemiosmosis 229: 833 
sucrose uptake digitonin 
232: 773 
sulfate activating enzyme Eugle> 
na 232: 357 
ubiquinone redn heart 229: 621 
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230: 329 
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myopathy syndrome model 
phenyleneiodonium 229: 109 
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cyte 226: 59 
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microtubule assembly protein 
227: 439 
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Mol 
assocn insulin 229: 731 
structure heparin oligosaccharide 
229: 369 
wt macromol concn dependence 
231: 543 
Mollusk 
myosin fluorescence calcium 
nucleotide 231: 31 
Molybdenum 
center nitrate reductase anion 
EPR 227: 925 
Monkey 
liver phenylalanine hydroxylase 
genetics 231: 197 
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parenteral feeding 226: 43 
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lipase liver heparin 229: 343 
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232: 479 
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ing protein 225: 649 
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transferase 230: 481 
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228: 375 
antibody estrogen receptor 
230: 203 
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tor 231: 459 
antibody kallikrein 231: 721 
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brane 227: 155 
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225: 357 
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coccus 228: 211 
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blood lipopolysaccharide interac> 
tion 232: 379 
interleukin retinoate 230: 339 
membrane thromboplastin 
228: 735 
synthesis complement C1 inhib= 
itor 226: 199 
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cell factor induction mast cell 
230: 83 
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Nitrosomonas 227: 719 
ammonia Nitrosomonas UV 
radiation 226: 499 
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ria 225: 441 
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autoxidn aldose reductase arti> 
fact 226: 625 
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IgA disulfide bridge 225: 113 
liver alpha fucosidase 230: 75 
methylhistidine metab 232: 409 
strain adipose thermogenesis 
linogenesis 231: 761 
submaxillary protein 36 gene 
family 225: 657 


mRNA 
C reactive protein liver inflam= 
mation 227: 759 
cytochrome P450 liver pheno> 
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hepatocyte ale 226: 123 
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mone 226: 637 
metallothionein liver kidney 
copper 228: 425 
orosomucoid liver inflammation 
ethynylestradiol 225: 681 
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stilbestrol 228: 689 
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thiolase induction clofibrate 
liver 226: 697 
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231: 241 
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trachea 227: 405 
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229: 419 
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228: 227 
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228: 689 
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heart binding GTP 231: 469 
phosphoinositide metab GTP 
232: 751 
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protein 229: 539 
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227: 933 
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parotid 231: 617 
Muscle 
actin structure 231: 363 
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231: 801 
amino acid metab 229: 19 
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cytosol 225: 737 
calcium transport ATPase anti= 
body 228: 479 
cathepsin age immobilization 
230: 833 
cysteine proteinase 228: 161 
epaxial myosin cod 232: 467 
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roidism 231: 217 
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glucose metab detn 228: 103 
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232: 273 
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tion calcium 232: 697 
glycolysis insulin prostaglandin 
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metab creatine depletion 
232: 125 

mitochondria metab dinitrophe= 
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NADH oxidase mitochondria 
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231: 193 

phosphofructokinase mechanism 
226: 13 
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228: 575 
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232: 927 

protein formation insulin 
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tion 227: 355 
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dine 232: 409 
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227: 177 
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metab 231: 497 
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lation 231: 517 
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230: 503 
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transport 231: 737 
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230: 535 
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gene lacY transport Escherichia 
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230: 569 
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function 230: 785 

synthetase translocation Bacillus 
225: 639 
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tRNA gene cloning sequence 
232: 223 


Myelin 


basic protein antigen conforma> 
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231: 185 
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superoxide adduct formation 
228: 583 
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collagen formation secretion 
225: 619 
differentiation triglyceride lipase 
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fusion review 228: 1 
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heart triglyceride hydrolase 
232: 229 
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229: 765 
Myopathy 
mitochondrial syndrome model 
phenyleneiodonium 229: 109 
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actin complex conformation 
232: 351 
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mollusk 231: 31 
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230: 695 
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231: 249 
phosphorylation platelet calcium 
232; 373 
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232: 343 
NAD 
dimer peroxidase oxidn peroxidn 
mechanism 226: 391 
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brane 226: 415 
isocitrate dehydrogenase calcium 
mitochondria 231: 581 
NADH 
dehydrogenase subunit cros= 
slinking heart 227: 467 
oxidase mitochondria inner 
membrane muscle 229: 631 
oxidn mitochondria spinach 
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plasma 226: 885 

ubiquinone reductase subunit 
mammal 230: 739 
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phil 226: 881 

glucose phosphate dehydroge= 
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drogenase polemic 231: 806 
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liver 230: 765 
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bile secretion horseradish perox> 
idase 229: 529 
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cooperativity glutamate dehy= 
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change 225: 209 
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testis LTB4 formation 230: 821 
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transformation epidermal growth 
factor receptor 229: 119 
Nephelometry 
xylanase detn 226: 617 
Nephrosis 
puromycin aminonucleoside 
collagen laminin 226: 243 
Nerve 
peripheral myelin membrane 
glycoprotein 228: 43 
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glioma opiate 227: 389 
Neuroglia 
phosphatidylmethylethanolamine 
phospholipid methylation 
adrenergic response 231: 769 
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A endopeptidase 2411 substrate 
231: 357 
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protein calpain 231: 201 
Neurospora 
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tion calmodulin 232: 425 
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226: 817 
Neurotoxic 
esterase brain mol size 231: 789 
Neurotoxin 
Pseudechis isolation toxicity 
232: 367 
Neurotransmitter 
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227: 263 
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proteinase inhibition DFP eye 
lens 228: 517 
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calcium metab TPA 231: 623 
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meation 227: 99 
complement C3bi receptor 
231: 233 
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227: 783 
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calcium 229: 361 
lactoferrin milk 229: 353 
oxidase chemotaxis phagocytosis 
C kinase 232: 323 
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227: 669 
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228: 583 
superoxide generating oxidase 
226: 881 
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serum bilirubin zinc protopor= 
phyrin 226: 51 
steroid metab testis 227: 909 
Nickel 
peptide carbohydrate complex 
kidney 230: 35 
porphyrin deriv EXAFS 
232: 281 
Nicotinic 
receptor antigen determinant 
polemic 231: 245 231: 247 
Nitrate 
formation ammonia 232: 547 
proton transport Candida 
231: 291 
reductase anion complex Escher= 
ichia 227: 925 
Nitroanilide 
lysine prepn papain hydrolysis 
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Nitrogen 
urea metab diet obesity 
230: 675 
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electron transport system Kleb= 
siella 231: 743 
Nitrosomonas 
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vation acetylene 227: 719 
ammonia monooxygenase UV 
radiation 226: 499 
Nitroxide 
radical prostaglandin synthase 
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NMR 
cadmium parvalbumin lanthan> 
ide binding 227: 711 
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casein micelle structure 
228: 273 
Hb monomer Glycera 226: 131 
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229: 731 
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conformation 229: 305 
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antibody 228: 61 
protein conformation dynamics 
review 231: 1 
trypsin inhibitor complex histi= 
dine protonation 231: 677 
Nomenclature 
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papaya proteinase 228: 527 
peptidase 231: 807 
symbol nucleic acid 229: 281 
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regression analysis enzyme ki> 
netics 231: 171 
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lipase palmitoyICoA hydrolase 
232: 479 
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kidney 231: 689 
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226: 139 
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226: 275 
enzyme brown adipose 228: 751 
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ase polemic 231: 495 


glycerophosphate acyltransferase 
adipocyte 226: 269 
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tion calcium 228: 565 
insulin secretion inhibition 
226: 571 
sheep adipose lipolysis lactation 
230: 651 
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acid symbol nomenclature 
229: 281 
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adenosylhomocysteine methyl= 
thioadenosine Escherichia 
232: 335 
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Stereospecificity 
NADH malate dehydrogenase 
Sulfolobus Thermoplasma 
226: 885 
Steroid 
metab testis microsome 
227: 909 
Steroidogenesis 
testis LH LHRH 232: 55 
Sterol 
carrier protein hydroxycholester= 
ol formation 230: 19 
formation Acanthamoeba cy= 
cloartenol 231: 609 
Stilbestrol 
prenatal ovalbumin gene expres= 
sion 228: 689 
Stomach 
acid secretion protein kinase 
232: 609 
acid secretion substrate 
227: 223 
ATPase microsome stimulation 
231: 641 
mucus glycoprotein formation 
228: 227 
smooth muscle ATPase calcium 
transport 231: 737 
Storage 
protein pea sulfur deficiency 
232: 261 
Streptococcus 
inorg pyrophosphatase kinetics 
231: 485 
saliva receptor monoclonal anti> 
body 228: 211 
Streptokinase 
activation plasminogen fibrin 
229: 555 
Streptomyces 
DNA photoreactivating enzyme 
arginine 229: 469 
restriction endonuclease Scal 
231: 229 
Streptomycin 
dihydro uptake Escherichia 
respiration 228: 505 
Striped 
marlin Hb ligand Root effect 
228: 409 
Stroma 
chloroplast protein phosphoryla= 
tion kinase 231: 97 


fatty acid formation chloroplast 
226: 551 
Siructure 
activity angiotensin converting 
enzyme arsenate 226: 447 
activity ferrochelatase inhibition 
alkyl porphyrin 226: 537 
activity VIP receptor 231: 139 
diacridine DNA damage 
226: 175 
multiple domain secretory com> 
ponent 226: 661 
Submaxillary 
protein 36 gene family mouse 
225: 657 
Substance 
P analog DNA formation 
231: 781 
P endopeptidase synaptic mem= 
brane 228: 487 
Substrate 
binding protein enzyme kinetics 
detn 229: 559 
Subtilisin 
macrogliebulin complex endocy= 
tosis parenchymal cell 
226: 75 
Subunit 
catalytic adenylate cyclase acti= 
vation stabilization 227: 91 
cresol methylhydroxylase flash 
photolysis 228: 337 
glutathione S transferase testis 
230: 125 
glutathione transferase brain 
human 225: 375 
glutathione transferase liver 
232: 781 
hybrid cresol methylhydroxylase 
Pseudomonas species 
231: 383 
interaction tubulin dimer 
230: 551 
location terminal deoxynucleoti= 
dyltransferase sequence 
227: 1003 
NADH dehydrogenase crosslink= 
ing heart 227: 467 
NADH ubiquinone reductase 
mammal 230: 739 
peroxidase eosinophil 229: 779 
phosphofructokinase isoenzyme 
genetics rat 229: 333 
structure glutathione transferase 
delta liver 227: 457 
tropomyosin compn muscle 
226: 461 
Succinylation 
hydroxymethylglutaryl CoA 
synthase inactivation 
232: 37 
Sucrase 
isomaltase metab intestine 
229: 751 
Sucrose 
deficiency sycamore carbohy= 
drate phosphate 226: 679 
organelle hepatocyte digitonin 
extn 232: 773 
Sugar 
metabolizing enzyme purifn 
Zymomonas 228: 627 
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Suicide 
substate enzyme kinetics detn 
227: 843 
Sulfate 
acetylhexosamine urine mucopo= 
lysaccharidosis 229: 579 
activating enzyme mitochondria 
Euglena 222: 357 
Sulfated 
glycosaminoglycan formation 
cartilage 228: 443 
Sulfation 
galactolipid testis development 
231: 393 
Sulfhydryl 
group modifier reaction aldehyde 
dehydrogenase 228: 765 
reactivity aminolevulinate dehy= 
dratase cation 225: 573 
Sulfodiaminophosphinylornithine 
inactivation ornithine transcar= 
bamoylase 228: 347 
Sulfolobus 
malate dehydrogenase NADH 
stereospecificity 226: 885 
Sulfone 
penam inhibition beta lactamase 
225: 435 
Sulfotransferase 
galactolipid testis kidney gre 
gene 231: 401 
inhibitor testis development 
231: 393 
Sulfur 
deficiency pea storage protein 
232: 261 
iron cluster hydrogenase Megas> 
phaera MCD 227: 333 
Supercoiling 
s DNA enzyme myeloma 
231: 185 
Superoxidase 
dismutase redn borohydride 
229: 87 
Superoxide 
adduct myeloperoxidase forma> 
tion 228: 583 
dihydroorotate oxidn mito> 
chondria trifluorothenoylace= 
tone 225: 189 
dismutase active site arginine 
230: 771 
generating oxidase neutrophil 
226: 881 
prostaglandin synthase chloroa> 
niline oxidn 226: 803 
Surface 
glycoprotein hepatocyte distri= 
bution 227: 565 
variant glycoprotein purifn 
Trypanosoma 230: 195 
Surfactant 
acetylcholinesterase membrane 
226: 369 
lung formation regulation cyti> 
dylyltransferase phosphoryla= 
tion 232: 833 
pneumonocyte phosphocholine 
cytidylyltransferase 232: 705 
SV40 
virus DNA gene transfer 
225: 529 


Sycamore 
sucrose deficiency carbohydrate 
phosphate 226: 679 
Synapse 
membrane brain aminopeptidase 
N 231: 445 
Synapsin 
phosphorylation brain calcium 
232: 629 
Synaptic 
membrane endopeptidase sub= 
stance P 228: 487 
Synaptosome 
bioenergy bungarotoxin dendro= 
toxin 229: 653 
brain acetylcholinesterase drug 
229: 81 
calcium pyruvate dehydrogenase 
interconversion 227: 129 
depolarization calcium mem= 
brane potential 225: 671 
membrane calcium transport 
226: 225 
Synovial 
ferroxidase lipid peroxidn copper 
230: 517 
fluid lubricin structure activity 
225: 195 
fluid rheumatoid metalloprotei= 
nase inhibitor 231: 505 
Synthase 
ATP bacteriorhodopsin liposome 
energy 230: 543 
dehydroquinate Neurospora 
226: 817 
glycogen liver fructose phosphate 
232: 133 
glycogen phosphorylation calcium 
liver 232: 697 
hydroxymethylglutaryl CoA 
acetyl intermediate liver 
227: 601 
hydroxymethylglutaryl CoA 
liver 227: 591 
hydroxymethylglutaryl CoA 
succinylation inactivation 
252: 37 
porphobilinogen erythrocyte 
230: 25 


prostaglandin chloroaniline 
oxidn seminal vesicle 
226: 863 

uroporphyrinogen III Euglena 
2527151 

Synthetase 

acetylglutamate mitochondria 
liver arginine 232: 329 

acyl CoA adipose noradrenaline 
226: 275 

carbamoyl phosphate Michaelis 
const mitochondria 229: 205 

dicarboxylyl CoA liver micro= 
some 230: 683 

fatty acid acyltransferase domain 
sequence 227: 21 

fatty acid acyltransferase mam= 
mary 227: 981 

fatty acid immunoaffinity chro> 
matog 226: 653 

fatty acid substrate binding 
stoichiometry 230: 435 

folate polyglutamate liver coba> 
lamin nutrition 227: 73 
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mycobacillin enzyme fraction 
function 230: 785 
mycobacillin translocation Bacil= 
lus 225: 639 
F 
lymphocyte antigen receptor 
review 230: 281 
lymphocyte lipoprotein metab 
220 397 
Talaromyces 
cellulase 225: 365 
Tamm 
Horsfall glycoprotein detn urine 
227: 957 
Horsfall glycoprotein immuno 
reactivity kidney 225: 481 
Taurine 
bile acid binding calcium phos= 
phate 229: 265 
Taxonomy 
Brevibacterium 226: 587 
Teichoic 
acid structure Brevibacterium 
cell wall 226: 587 
Temp 
actin filament fragmentation 
calcium 232: 297 
antitumor cytotoxicity Rous 
virus 232: 825 
heart muscarinic binding GTP 
231: 469 
Tendon 
collagen crosslinking glucose 
glycosylation 225: 745 
Terminal 
deoxynucleotidyltransferase 
immunoaffinity chromatog 
231: 105 
deoxynucleotidyltransferase 
sequence subunit location 
227: 1003 
Testis 
cadmium binding protein 
231: 279 
epithelium leucine metab 
226: 889 
galactolipid sulfation develop= 
ment 231: 393 
galactolipid sulfotransferase gre 
gene 231: 401 
glutathione S transferase acidic 
form 230: 125 
HMG protein heterogeneity 
229: 233 
LTB4 formation 230: 821 
protein kinase HMGI protein 
phosphorylation 227: 271 
steroid metab microsome 
227: 909 
steroidogenesis LH LHRH 
232: 55 
Testosterone 
dehydrogenase benzene dihydro= 
diol oxidn 225: 177 
glucuronyltransferase liver fetus 
dexamethasone 225: 183 
Tetraethylammonium 
proton antiport kidney epitheli= 
um 227: 199 
Tetrahymanol 
formation Tetrahymena mevalo= 
nate 229: 551 
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Tetrahymena 
ubiquinone tetrahymanol forma= 
tion mevalonate 229: 551 
Tetraphenylphosphonium 
membrane potential Rhodotorula 
225: 815 
Tetrapturus 
Hb Root effect 228: 409 
Therapy 
photodynamic porphyrin inter= 
action glutathione transferase 
229: 823 
Thermodn 
cytochrome bc! electron flux 
225: 399 
Thermogenesis 
adipose mouse strain 231: 761 
uncoupling protein adipose 
feeding 231: 241 
Thermolysin 
prokallikrein activation 
232: 851 
Thermoplasma 
malate dehydrogenase NADH 
stereospecificity 226: 885 
Thin 
filament so een 
actin fluorescence 232: 343 
Thiobacillus 
cytochrome 554 547 sequence 
227: 1009 
Thiocyanate 
ricin Vero cell 228: 521 
Thioester 
alpha2 macroglobulin conforma= 
tion proteinase 231: 451 
Thioether 
nucleosidase adenosylhomocy= 
steine methylthioadenosine 
232: 335 
, Thiol 
efflux liver hormone 226: 545 
endoproteinase gene cattle clon= 
ing 225: 707 ‘ 
group IgA mouse 225: 113 
hydroxyl radical 232: 309 
insulin metab liver 225: 349 
oxidn nucleus envelope sepn 
226: 95 
Thiolase 
ketoacyl CoA formation peroxi> 
some 226: 697 
Thiophosphonate 
ester carboxypeptidase A 
232:'15 


Threonine 
aldolase Clostridium 232: 621 
Thrombin 
blood platelet aggregation lyso> 
phosphatidate 232: 61 
blood platelet cytoskeleton 
232: 305 
inhibition antithrombin III 
arginine 231: 59 
inhibitor kinetics 230: 645 
reaction macroglobulin kinetics 
231: 417 
Thromboplastin 
monocyte membrane 228: 735 
Thy 
1 antigen glycan branching sialy> 
lation 226: 519 


Thylakoid 
membrane phosphatidylglycerol 
distribution chloroplast 
228: 707 
Thymocyte 
energy metab proliferation 
228: 353 
Thymus 
electrolectin 226: 379 
ornithine decarboxylase inhibitor 
dexamethasone 226: 105 
terminal deoxynucleotidyltrans= 
ferase 231: 105 
Thyroglobulin 
thyroxine triiodothyronine anti= 
body 228: 155 
Thyroid 
adenylate cyclase TSH calmodu= 
lin 225: 581 
hormone adenine nucleotide 
227: 149 
hormone histidase liver sex 
231: 785 
hormone phosphoenolpyruvate 
carboxykinase 226: 67 
hormone phosphorylation mito= 
chondria 226: 183 
lysosome isolation 232: 52S 
membrane TSH receptor sub= 
unit 227: 413 
NAD glycohydrolase membrane 
226: 415 
Thyroxine 
actin polymn hepatoma leuko=> 
cyte 230: 709 
hydrogen peroxide liver mito= 
chondria 226: 403 
liver tryptophan pyrrolase heat 
226: 397 


thyroglobulin triiodothyronine 
antibody 228: 155 
Tissue 
animal nucleotidase multiplicity 
232: 859 
cell adhesion protein 232: 119 
glucose metab detn radioassay 
228: 103 
plasminogen activator prodn 
cell culture 226: 631 
protein formation detn 226: 37 
type plasminogen activator 
mRNA 231: 309 
Tityus 
toxin sequence 229: 739 
TMB 
8 aldosterone secretion 232: 87 
Tocopherol 
selenium liver glutathione S 
transferase 227: 823 
Tonoplast 
ATPase regulation proton gra= 
dient Hevea 229: 459 
Tooth 
dentin phosphoprotein antibody 
232: 493 
enamel phosphoprotein metab 
secretion 230: 423 
lubrication saliva glycoprotein 
albumin 230: 817 
Topoisomerase 
DNA detection erythrocyte 
226: 873 


Topol 
transmembrane nucleoside 
transporter erythrocyte 
230: 777 
Torpedo 
acetylcholine receptor antigen 
site 226: 193 
acetylcholinesterase activation 
energy 231: 237 
Toxicity 
chymostatin analog protease 
inhibition 229: 491 
Toxin 
cholera protein ribosylation 
insulin 228: 593 
Cnetruroides Tityus sequence 
229: 739 
diphtheria interaction phospho> 
lipid 231: 123 
LHRH conjugation 227: 343 
pertussis adenosine receptor 
adipocyte 232: 439 
pertussis GTP binding protein 
232: 191 
pertussis phosphoinositide calci= 
um 227: 933 
TPA 
calcium metab neutrophil 
231: 623 
plasminogen activator mRNA 
231: 309 
Trachea 
mucin acetylglucosaminyltrans= 
ferase 227: 405 
Transamination 
glutamate decarboxylase brain 
apoenzyme 231: 705 
Transcarbamoylase 
ornithine inactivation phaseolo= 
toxin metabolite 228: 347 
Transcription 
DNA phage T7 actinomycin D 
230: 557 
DNA polymerase apurinic apyri= 
midinic site 229: 173 
gene atp operon Rhodospirillum 
229: 663 
Transducin 
GTPase interaction rhodopsin 
retina 232: 669 
GTPase retina species specificity 
evolution 225: 227 
Transfection 
SV40 CV1 cell cycle 225: 529 
Transferase 
glutathione delta subunit struc= 
ture liver 227: 457 
glutathione interaction porphyrin 
229: 823 
glutathione isoenzyme kidney 
cytosol 230: 609 
glutathione S acidic form testis 
230: 125 
glutathione S liver selenium 
tocopherol 227: 823 
glutathione subunit brain human 
225: 375 
glutathione subunit kinetic 
independence 231: 263 
glutathione subunit liver 232: 781 
Transferrin 
iron transport metab hepatocyte 
232: 819 
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receptor erythroblast chicken 
232: 735 
Transformation 
neoplastic epidermal growth 
actor receptor 229: 119 
virus fibroblast glycoprotein 
oligosaccharide 229: 441 
Transforming 
growth factor neoplasm transfor= 
mation 229: 119 
protein adenovirus monoclonal 
antibody 225: 649 
Transformylase 
folate liver cobalamin nutrition 
227: 67 
Translocation 
proton cytochrome be: DCCD 
225: 407 
Transmembrane 
topol nucleoside transporter 
erythrocyte 230: 777 
Transport 
amino acid hepatocyte regulation 
231: 315 
amino acid tumor 226: 773 
calcium ATPase Golgi mammary 
lactation 226: 741 
calcium ATPase stomach smooth 
muscle 231: 737 
calcium erythrocyte cholesterol 
227: 105 
calcium hepatocyte inositol 
triphosphate 232: 435 
calcium hormone glycogen phos> 
phorylase 228: 565 
calcium liver adrenaline 
230: 733 
calcium liver hormone 232: 911 
calcium parotid membrane 
227: 239 
calcium sodium heart mito> 
chondria 229: 161 
calcium synaptosome membrane 
226: 225 
carrier amino acid erythrocyte 
horse 227: 13 
cholesterol metab skin fibroblast 
232: 553 
collagen liver cell 228: 415 
cystine pH leukocyte lysosome 
228: 263 
Escherichia gene lacY mutation 
227: 287 
hexose insulin mechanism 
232: 245 
iron transferrin hepatocyte 
232: 819 
ketogluconate vesicle Pseudomo= 
nas 228: 257 
nucleoside carcinosarcoma lym= 
phoma 232: 681 
phosphate kidney epithelium 
sodium 230: 715 
proton chromaffin granule AT> 
Pase. 251; 357 
proton cytochrome oxidase lipo= 
some detergent 228: 201 
proton energy coupling model 
230: 543 
substrate mitochondria heart 
230: 657 
tetraethylammonium kidney 


epithelium 227: 199 
UDP galactose Golgi acetyllacto= 
samine 225: 67 
Transporter 
nucleoside transmembrane topol 
erythrocyte 230: 777 
Triacylglycerol 
lipase liver heparin 229: 343 
Trichoderma 
cellulase multiple form 231: 75 
xylanase detn substrate 
226: 617 
Trichomonas 
aspartate aminotransferase 
232: 689 
Trichophyton 
serine proteinase 232: 139 
Trifluorothenoylacetone 
dihydroorotate dehydrogenase 
liver mitochondria 225: 189 
Triglyceride 
hydrolase heart myocyte 
232: 229 
lipase myoblast differentiation 
227: 583 
Triiodothyronine 
actin polymn hepatoma leuko= 
cyte 230: 709 
antibody thyroxine thyroglobulin 
228: 155 
histidase liver sex 231: 785 
pyruvate dehydrogenase starva> 
tion 232: 255 
receptor ionic strength pH 
232: 663 
Triostin 
A bisacridinyl peptide analog 
225: 829 
Triphosphatase 
nucleoside HeLa nucleus 
227: 503 
nucleoside smooth muscle mem= 
brane 230: 503 
Tritiated 
deoxyglucose glucose metab 
detn 228: 103 
Tritium 
labeled insulin prepn 231: 389 
Triton 
photosynthesis membrane pig= 
ment complex 229: 31 
tRNA 
gene Mycoplasma cloning se> 
quence 232: 223 
Tropoelastin 
secretion artery microsome 
230: 217 
Tropomyosin 
subunit compn muscle 226: 461 
Troponin 
pyrenyliodoacetamide actin 
232: 343 
T isoform structure heart 
225: 549 
Trypanosoma 
phosphofructokinase 227: 113 
variant surface glycoprotein 
purifn 230: 195 
Trypsin 
active site peptide analog prepn 
226: 477 
cartilage proteoglycan formation 
227: 429 
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Ig secretory component fragmen= 
tation 229: 759 
inhibitor complex NMR histi= 
dine protonation 231: 677 
Tryptophan 
metab diet leucine 225: 277 
metab liver glucocorticosteroid 
insulin 229: 499 
metabolite interaction vitamin 
B6 enzyme 227: 537 
pyrrolase liver heat thyroxine 
226: 397 
TSH 
adenylate cyclase calmodulin 
225: 581 
receptor autoantibody 228: 111 
receptor characterization 
225: 753 
receptor subunit thyroid mem= 
brane 227: 413 
Tubulin 
dimer subunit interaction 
230: 551 
microtubule steady state tyrosine 
release 226: 311 
protein MAP2 GTP GTP 
232: 657 
Tubulinyltyrosine 
carboxypeptidase tubulin micro> 
tubule 226: 311 
Tumor 
amino acid transport 226: 773 
breast cytochrome P 450 
227: 379 
crown gall carboxyethylmethio= 
nine 232: 431 
Leydig cAMP LH adenosine 
230: 211 
Turnip 
yellow mosaic virus physicochem 
property 231: 549 
Tyrosinase 
detn electrometry 229: 573 
isoenzyme aggregation equil 
melanoma 228: 95 
kinetics metal ion 228: 647 
Tyrosine 
aminotransferase liver hormone 
225: 77 225: 455 
linkage glycogen eye retina 
229: 269 
metab liver diabetes adrenalec= 
tomy 228: 249 
release tubulin microtubule 
steady state 226: 311 
residue insulin NMR _ 229: 731 
sulfate proteoglycan Reicherts 
membrane 231: 571 
TF 
phage DNA transcription actino= 
mycin D 230: 557 
Ubiquinone 
formation Tetrahymena mevalo> 
nate 229: 551 
redn heart mitochondria 
229: 621 
reductase subunit mammal 
230: 739 
UDP 
galactose transport Golgi acetyl= 
lactosamine 225: 67 
glucuronyltransferase liver fetus 
dexamethasone 225: 183 
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Uncoupling 
protein adipose feeding thermo= 
genesis 231: 241 
Unsatd 
fatty acid metab mitochondria 
diabetes 230: 329 
Uptake 
aspartate aminotransferase 
malate dehydrogenase mito= 
chondria 228: 493 
Urea 
cycle enzyme hormone fetus 
225: 271 
nitrogen metab diet obesity 
230: 675 
Ureogenesis 
liver phorbol adrenaline 
228: 277 
Uricase 
Bacillus spore germinz ‘.on 
229: 241 
Uridine 
nucleotide reutilization liver 
regeneration 228: 27 
Urine 
acetylhexosamine sulfate muco> 
polysaccharidosis 229: 579 
biliverdin hemoprotein hemin 
229: 477 
prokallikrein purifn activation 
232: 851 
Tamm Horsfall glycoprotein 
detn 227: 957 
Urogastrone 
isolation characterization 
229: 611 
Urokinase 
inhibitor protein macrophage 
placenta 230: 109 
Uroporphyrinogen 
III synthase Euglena 232: 151 
Uteroglobin 
formation lung fetus glucocorti= 
costeroid 225: 255 
Uterus 
collagen type VI isolation 
230: 465 
tumor cytochrome P 450 
227: 379 
UV 
radiation ammonia monooxyge> 
nase Nitrosomonas 226: 499 
Vagina 
epithelium differentiation reti= 
noid 227: 311 
Vanadate 
binding sarcoplasmic reticulum 
230: 807 
insulin muscle glucose metab 
232: 273 
Vanadium 
oligoanion binding sarcoplasmic 
reticulum 230: 807 
Vanillyl 
glycol laccase lignin biodegrdn 
model 229: 277 
Variant 
surface glycoprotein purifn 
Trypanosoma 230: 195 
Vaso, “essin 
calcium transport liver 232: 911 
DNA formation peptide inhib= 
itor 231: 781 


glycogen phosphorylase activa= 
tion calcium 228: 565 
inositol triphosphate formation 
calcium 227: 79 
oxoglutarate dehydrogenase 
calcium 225: 327 
thiol efflux liver 226: 545 
Venom 
bee phospholipase syxaptosome 
bioenergy 229: 653 
Ventricle 
heart protein formation 
225: 487 
Vero 
cell ricin thiocyanate perchlorate 
228: 521 
Vesicle 
insulin degrdn liver 228: 137 
Villus 
placenta fibronectin extn ELISA 
226: 811 
VIP 
receptor characterization liver 
225: 473 
receptor structure activity 
231: 139 
Virus 
Kirsten sarcoma transformation 
growth factor 229: 119 
neutrophil chemiluminescence 
permeation 227: 99 
protein glycosylation host cell 
dependence 229: 47 
sarcoma Rous antitumor cyto> 
toxicity 232: 825 
SV40 DNA gene transfer 
225: 529 
transformaiion fibroblast glyco= 
protein oligosaccharide 
229: 441 


turnip yellow mosaic physicochem 


property 231: 549 
Vitamin 
A bone sarcoma inhibition 
232: 599 
B6 enzyme interaction trypto= 
phan metabolite 227: 537 
D cardionecrosis calcium respi= 
ration 226: 155 
D protein actin DNase 228: 471 
D protein purifn. plasma 
229: 669 
Webb 
blood group sialoglycoprotein 
beta 232: 289 
Wheat 
germ agglutinin saccharide spe= 
cificity 231: 115 
germ phosphoglycerate mutase 
inhibition 230: 535 
legumin like protein oat pea 
226: 847 
Xanthine 
oxidase phosphate phosphohy= 
drolase detn 230: 255 
Xenopus 
human rRNA 18S sequence 
232: 725 
Xylanase 
detn substrate Aspergillus Tri= 
choderma 226: 617 
Xylitol 
metab aldolase ketohexokinase 
liver 230: 53 


Xylose 
conversion ethanol Pichia fermn 
226: 669 
Yeast 
adenosylmethionine decarboxyl= 
ase Berenil Pentamidine 
231: 165 
aspartic proteinase inhibitor 
231: 777 
cAMP phosphodiesterase specif= 
icity 226: 897 
phosphoglyce-ate mutase inhib= 
ition subscrate analog 
230: 535 
Yolk 
sac embryo IgG endocytosis 
processing 227: 639 
Zinc 
beta lactamase Pseudomonas 
229: 791 
coordination aminolevulinate 
dehydratase EXAFS 
230: 625 
dehydroquinate synthase Neu= 
rospora 226: 817 
dihydro orotase Clostridium 
230: 101 
metallothinein metab lysosome 
227: 903 
protoporphyrin newborn serum 
bilirubin 226: 51 
Zymogen 
granule pancreas protein kinase 
227: 743 
Zymomonas 
sugar metabolizing enzyme pur> 
ifn 228: 627 


ee 83 
8 


® 
a 
. 
a 
i 


. me . f * o 
fy fs ee : ba. stOt cg Se ran : : 
: (2G ei ee * ‘ Figo at te : é * 2 ed ? x fe ha wae itor fehl i ae aes “ides ~> 
ey ig Wks A ea | b ae i) ® —_—_— A . ce no oceniorm: ys Reese eon es NS ie at Pigs stole mate, aes - Bre 

fe yr Re Si. 2 oe (get Ae Cee ee eR OR PEN aes pene ei Sie aes eon Dei ros ee Bc coke 
So ee he A ae bose ee tee Sie re cea he Wei ess eae is ea ee ie: Sey an py arene ge Gent < 

eas OR Derek anit BE SED 5 RNS vit ee ee eee a. eae =n Acer ae Fa We eet Best Ee a pe sir ey Se Be ee ae i aadonceis aie : ! 
a 0 eee ee ae a 
Baier cce | aos el es So oe eae tome appon oct ica’ = Mae talchen te fecal edie tes een Se ee ee 2 
Ng et : “ate RR ie ae Oc Ee Saeed Lig pitas CR Gee RIS OS Sd | Cea Speak a, “ABn coal SER Ate, coe : see oun a : 

eee Bie pel 0 |e eae eee os? 1 ioaeihe sma eae Reheat 20% Ben tn Gee takin AGE oe a i ieee ete Saha - 

ete ae “ Ree oo IGS ee ae a NE Sabena Sem eae «ahs Seaiie eam Nae meee opt | Rac eos a ae ce ess eng oh sey ee 
% ae oer Pict ae 4, ae ee 4 eee ele EEN ap aan Oia ce Os ge ene Or Lan ale i aR seagate iene an CS ee ed : 

5 ae ee Saree eis ee: i a peor a Rage olt Age at aed ae Brea 1 Piste NT ee pean oe iad les a Ps 
eae, Sie ee See eg we rss Bear ae Sele te oe » Soe? Slee eran ea es 

Tinie Na Se. ee a EA, ee Pe tet Role cs? NA ad Vee cei Sop TR GA siete, es a VSP SS pee Oe ge ' 
or ne Aen etree attics 2 - Dect gk vag nC ANE MR e Dea ee Rice eke ae liek Mo ke Spenser Tie, 35 Ses ‘ 

| ie ee Sata eee ci eer ee a ae ta er ce. ape ee ©, ee oe aor wou Gx ene es eae ne . 
Sree cl 1 eee eS a ee igi 0 we neal Rs OU ear es ih Age ere Pit gieee a ee ee ane eRe eet aS” Ae Trak tN pee en ct eB 

pa ME Way Bee eee Ripa, is ee ey Rtn pki ea aT ie ee ase = NR a ees ee ae OTe ae tae tee Peale ee y 
ak px A hy 8 Shae ee ee i ee crneee ae hee is a) Sie les eel eee eres nie ES ieee ieiee tas ie Cite apts ems “\ : z 
fm wos —< > Se aes itd xt ae st 3 i Spee Re eae ot eee she Ns gig ce ate ee a eae Ra Radin ung "ye Pe toni LUE en es ee t ? 
ee a BS, : st (a Re Teh ae ee eer oe aan Soe eee O rliccr Bye : eed i es Rs oor ay, aes 
- ie SOY ee Seneca RRB PER cate etre nes) os gk tet aa 24) tana be A Ua ples: sts are Teac Hy oe ts 
we Ea SB ie Se OA. ie eee Sie wea fe eee fe oan 4 he ge Le aaa ooh oleae eet cf erga s ca Gh ae ; 
a eo el eee Gees oo 
i Ps aN. Si eaten gece iene ees 3 Ts, atop ee eae e anes ae pe aah i ae ese sees eel oes, a ae Oo Swe hs ee ie he Sore pee oa: 

ans fae 3°82 ee ae ol cs Magen is a ea bane ase et RS at each tera wel Maks SORE ok an ine One, eee ae aii Migs: Shakes i ee es ‘ ae 
Be eye tee aie + oo ee : ae rr Hine Sa pee (eit, Mim ne Sats ay pire Se ie oats (OR ghee Ne ae ee ane : a 
ped | Bese aay? ees A Nea eae (See wees ee Nie oe te Te age ak a err aac es ee ina, © ke same ee SAE at ek a eS iad ee 
‘ ca sD a2 Pete de inet Bed eer Behe tite Pea coarse wag ch, Sg) 0) SA ey eta ore is Mes Mabe CET ght ca ae We eal A ae rae en en race 
oo fs de i yee ee ie ioe ee eee oe ey oe bene Mies ge pee “4 Meee * ie oe et, oat Ns gate c. 
es hake TS, Ge eee eA GSS see Ue eae aerial TSE eas Ss (Scene Meee pac) eae ye eae ; 
Eo as ad say elope epee i | pee pte ys es een eee ste ed SY cea ae eee ; 
patito ee eT unt os a's 1 a te 2 i ey opie eae nan ek ie een ie PN Ry Ses ot 5), 2. eee ie wee, Geena ai ee ivy eee ae : _ pa 
fi 2 Rit u rie — Peta St eee < ees pees Laos Cae aries Sai on SR fee al gas Wo Beas en ee earns 

Ee ab LS Rae eae ae ee Set eg Pe tee ee [Ngee ee, Pane eae ecu Bere cfer ts rh oe eo VRP A dn Deke oe Se ana i: 
fo oe aa. nae pe ee 4 ey hat fe ee Sie bet gh eh eee ag ae ok. Pink oe Pa ee 1k Se ie eee 

St oe “hs Sie Paes i ee ee : cee Te 7 x ee ces = ae bts ie; a Batok oa Bees: Bas Bee, bee ae me 
ae ee Toes Braet y is SC - Be NIM 50 Se cee ma eee; aie ee ad ce Ren erst pecans rages wae tee ie ee a : 
& ge: a ; Bate gs ed eae eee o hak Beep RON ES har Beis pteus Ueate "Sosa ee ie ee eke. Goh Ber whic a ye : 
Ne ae me. Tete coheed ee Se 4 he Ne canes Mee ay ome pe ys fas ce eps hee ire fale ea are <i 
RR oS ae Agave oe Wine ae ‘ f TE SR aay ae eos oes ean Mee A OR eer HS) Sea  aa Soc tera poe : 
Pic rig kas qa Batik Re ee (oar : eek 4 REae ees aa eno a RIO Nn cane ate ae ES DE ve oi Peal Cea ee Be eae fae Ce ‘ ae 
’ our ee Na Tata a oe a ( 2 Ua Soe ne aehan Gree aera oy Si his reer Geucpsr Wat: eee Sree es ie be an ee j ‘ 
Ro a ADE aa ae pec ager es Lise Menara nee RGN reat eo aioe Bee YS acl te Se eras fis Be sy LY eee: Si ce 1 
Ae pe Petes ee, : perts Spe: eae say oh SO ee ia nahi ee 

pa as ase Sete See oer . sony eta Gg cal Sekt ba <i aa id Zeige Saris tenes pea here a SING ee et eh Ses ae ie oe 
1 ee are ae <> Gane : ara 5 we ME ete BR ac ah ee EEE Nee c, eid as fais een a Bene rail te toes er a 3 
raha, “his. ch es ena wicks, praia eae eh S| =a) es Soaks ae eee athe ce es Haney aa Rees par etn Be hire eee ae Ps mike ae 
MeeG ee es ae eee ena Mee tect ae aris a ea te ae Pee oy he eee ee asia 
Be a 1 iS |) See Re se ee eg hgh ee ges oe eres. ye resent. } 

os. beers ES ee : lok ES ee as Pa ie es Seapets oe Mies a oUt a Ot REE S Uh aN ee is eee 

ig io ee ape. (oes chee meres Se oes Ce Peep Biers he hg a era Lite baa is ca Raat ee ‘ 

- 7 Pei, 35 i SS oil eae oh 5) i gee ei ee ee GA Nida lee aie aed pa auto eae Th | a Cia een She ea pe a. : ; ‘ 
eee a 2 Ae Eterna, oe ae Eee Poe Bef cae eee Aeon ees ASS ge Seana eich eee ae. 4 
eer oad oe oa Sas aes we? om Rig a Ke SERN Sige So sete Sou a es 5 eae Lp ACen aces RRM Steers hee id es 
fais: kee 5 Se mt chile ie 1g ltl & ae Ue aa age ieciaaes Bier faces!) RR ar iy as Se sey St a ae Lge ome ; < a < 
- (om ie 2 eens Sa ee ees © Sn 5 BAS ES. er ee ae hae lt OR hap Ree hi he el aie ri, ari} Hany ‘i; ih sa tthe pee eee oe eae Se 3 i 
ie ea rin es Lee * OV) ay oer, iis Pane uke ee Wa ere, Sires Sat nae ao: ic Se in ae gE eee EN ke egy ae aE wate rae J we 
See ate 1 SR eee ac: SS ees ein ee pies Wee eo ae ae Reon D eee teas “Oe Gees ese ih 4 
TIA 8 Sen irs iat a eine a a . oe a. SMart Dy eae rms ok Tie a ed Saas ee ea She eee Uae A Nemes ne ee ae elie ae 
See ae Ego ote a pies is ap 5 Be Niue eee i ae ke era Oe Aa vcr anc ceptor ah eo ert OE SS ema hi: Pete ene Fa Se Ita, 

a ee ae ALO Sidi Sete Wes aeons if ‘ Seon ee fal obs ey ao NUR Pom eae Sed Ame an Sadat a RNa hooey hea (eo irene . oe 
oe ey ar fee SU org My ae: Peas. eee en ATES oS SES ee nee bee fren), 
ie ran See. jee PA ae aa, Saag Ns lame ie sa pe ON ol eRe ee aces Lea ae og eR ADs US pa ea i a te SP ae te ts ae 
Sr ope fag eee ST ere ae bea Cie oe eet ee ie a eet hay i ee oo a ean DONT ag Spite ta Pan an BS Naat Ke ee .. 
pe ape OS te eee oa ae ee oma ters ie Ba caper Cee x Shores Bs ot ea ees ae fay : \ 

a Ee ee ae . | ees ee Bo ne i pena beks a a tees | 
BRE Se Poni fe a ee femmibete oF ys MOE eee foi Gy Ste 5, Bae eon eee aN A RO ay eu cee |e bh Bie, ea TR =n 
Ra ae. fae "yA aaa 9 amis De Be rar ike nk po ae pee. ge Sect bye eo ROARING ctiin Eo Fess: a + Ss Sete re 
rye e ares ‘eae : ees hee Utes Reuse F Pee gh 2 oe eee Sirs eae Site 3 he eee s : 

Reh on ese ara Pe extn Loe es i toe rt Me ae F SUC Sk. oe le ol ae ee Fg coe St he Sea ORE ae a Mp a ibe eee Bade =) AN oe: ee ys sii ‘} 
ee foget eer gts ae 1 age 3 ae Sere Cas aaa ee Me neni oe ars ee te Bait Ss. 

par are ia Bae) ase oe ; fae FEE aw re ee Be i Ss oe eee Ss Ba et “a ees Les Ape OF vee : . “ 
mee ‘<a tk ccs og gp eee ee Re See: 
cea Si Ae peers. <- SCENTS ME ce ns Gaye at ere eae ea 8 bye meet Saya tte Van ease amen iage 2) | ae c : 
Meera ¢ Bay age ak ee Bee: Ue sich oa ae baa kee Plaga ol, hae ee Gade cies tao fe ae | 

Fite ERC one yuo ee Pas by Oe a eee ohare Bese eee Kage dy) EB a AN ee Sno Fe) oar “sy : 

3 - - z a = ; ee et wae See Sees cided meer yaa 5 Seer ; cer Oe Se alates og Se f 
sgn, Sea Fe a ae piteper TENE a ence re Re setae eee eee ites ; pare ec hcape, neo seamen ie ek ee) ea peieeaate a his ae : 
voy RE eae {pes a he Beebo FEB SC ety hi) BE yh age bs NY poet Gat he See eh, ts ale roe Seema y a lan ee i ee) 

SS NRE + ig PN? ie a eee PL iy, oe) ACNE ee ios Nem emer ee ge ‘ Tea, Ch RE eS ee ON On ge ie Re. Se ta ee he a 
bee ee Bae aera UP eee a Ue eime Paeen a Yor ge tt: en Nae aa a eae aiy Siaeaee os fe : 

ae? Agee AES eT aac ye Ty ORES eee Soerapes tae tie see i amtcian Ben ia ay ee tek cee anes cpt Ua Wea at ean a 

p35 | *OBNRUEe ee teain Bilis SA nore ato ern ate ot oo ee aes | Cac Pa ance ea oan eee ao ieee Nar 

ee ae DS ye ene 2 + OREN aie Seance gE sat rea Gila mt As yee ae ene s hate) ite, alia Ag Aen oe ra a a > 

ear ro pee ae mie eyes : thy See * Bet one Sp etatnale Papo 2 ae Te ‘i Bie. Shige as re vis. Sohne Tar ees ce te ARM eh ana Kao Br 3 

Pa appectc ts ey Sale eee Sie Dap ireas erie See ae ee eae Sa ee 

eee Rot ee ene Eee ee Ors ey peter OR et ie a sto co ROS cage ee : ; 

age i ee a er eee ce ee ee Cee a 

nite el itis oar ane: : ESS se el aie 3 WR Pe Se AME GS ret Rest Ss Wy at ee ae bart euee eee Zor 24 ¢ y 
ves eae . BG are pre et ha : eee oa ae aan Be ohace® Eodteg. eis ce ar ar! 
bere eee te ee ee, Boa oa ne ga ASW tS Fal adel ey 6 ae “es apa, To ere io SSE a! aaate det en 
a La tee <. a, ea os nT als eee gies = es aS Ge Ww ainea ei tie eh oes 
ria oy 6: aS eee ree: sia ae Ree ahs 5 eg 2 ae CReean yas Deere os ce US a ee care pe a [ears Me . 
Heng a Ore 2 ean sh ees ee ee ie ee 
eee <A La < a ee ts ae a SRE ee, eee. CO ane oa eee fs 
eg me eT gt ee fea I att ee a gee CAN cea im EN eee ceeme sa S Seek ee ei) 
sy ey atk mi ONE se Mk Spas ht DE ase areca Ms Diner 7 ep eee rar: Bean oS tee = ye : ae 
ie a oe Mee eae ane eas. Scie Por ae eee het es preset eee Aroues Ue ecg, oes Re egerecte = as Pe 
eats Ye a) a Se eee ee At Decrees pas ae ee pe Be ey 
Be sen Ge) ceed Eee Uan fp : npr aang (ea -» Fey ee SCOR ee PN ae . ne: ace apa Hey aca ale A ae ae erage es oR ey =e oe 
eats ee cae Ce CMe iG Sere ne bch des Aaa a A aa era gs LD oe is 
; a eae Pe Ss NIE ry ala HER ecg 2 gene ; Spt ret Beas Sega ASS ge eee at Rego e eas oe : 
ete i oe “ar ovate 9 bauer si Ci gve SNe ata I a2 hy Ree eee Nees Legis nde See or eat TEAMS, act Aen CMe Meen ae gan ahi 
Aas CBRE 2. ae eecn «CSCO e Sahn A Mee nen es Fite em eae oO a! Ear clei, a ete oe Wee eee SAD cides keine rae ak ry 
i ahaa ES ei le Bi NTR RROD ReMi or aie sag * .* Het re ey) fe ieee pe Oe os 
ah Be "Sou atone ia rere We ON eae nopeiee 2 = oe Macrae eee oe CT ae sae eae ee as 
Se hee ie spear : a Ae og eR gh aie Rte pe ag ety Aran eae aes Seeimgiies tan es ew te : t 
ae "ngs eae Oh see ea Mee ean ie 1g ae See oa torn se gc.) NOTRE leet Ora 
he Gow Ds ae ge ee ee yy 
ee oe aa Be ge 0 IM! ND SE Be eae ee Bre ri nt os We eae BL ae nace rah Ee odo aetna ae eh eee oe i eS bi 
Sone tke Ave ae 5 hire ar %, Be ar eae Teg fA nae : i Pare ot eaves cegen = Tah ee a rae Ne a Sia F Hf i 
Gites <- : PN Sie Beers i. Sires Tee Oe ee ele st Bie Kee eed VT A iar eb Se, ; 

a SNA oar aa i Berke ns Ge eo eee fj VR ata a ag Kee Cites Nina (egos tee iy ee ae tee ea ol a en eee Mees a ‘a 4 
eager te aS ie ie Saree Ora Gatee eee Cs: er, Stes EO. Aan cp Mae CU a nee Ste ante a se? gran) a Aaya ca 2 EL ASE - : 

Steet 5 ele gies ae | i SR oo BS SE Cs Se ahaa (eR Sy a eae ee ee ae 
Se oe i fi seen? tae SORES Mole a en er tiene ee ee Mee vB SRN ee ioe Ten! age ores i 
oo ts ee Aa oi ee ee Pt | Cael oe hatte ea Tepes Teg eee ge ge ie ee ae pene ae ern 24 et iin Ware 83 
ee Sie ees te ane a ne 8 Bog leeerss 4b NO Ea eae Bs, a AR iehiane ee Scateapeee pa oe ee e RG en ae : 
Re vide 4 fee! eae aie AS Sere Ws fae eee ee foes aca Pee aR sult al ae See seis ecarens ee : 3 2 
Oe rey TEES ee eat pen Pet We eer ar meat Rees pc eras Se Ae ie oars i ec Besar cs: dager ys cy alsa Sen | : 
pees ae nena Pe ae Pere oes sie tier aa (ee Se ee ie Res are os Vareire oe eve iy er ieee 
Pl acne ep Rha Seeger teers. Re ON a: eee oe te eager OE I a Tot e 8 Soreec ee: 
Pi oe Rag I Meier a i ae 5 Wega yo aie ee Hive Ge tiers. ee eo Bo NCTON EE hugs ey ee prvec pS RCM, 
eee hea Rea AS ete ast ; cites ae GLE ae aes Am aN eek ean aes Ne aera Ke Ra ee aye i ; ; 

i Tie eg Pa ea a, tee BAe tomate Ske) ect ies Bear, eae Higthg st ihe > Bi aoe eave ee ae Ey aed a Gas to day rela eae a a <3 oie 
uN! a ‘ae eras ar 0): : ‘oka a ae Soy eg ae peter ©) (Le ae ary per ae 2 peers eae FAM eres ee ae eee ‘ ; 4 

Se Pos Ac Re eee Nenedes iit” ¢ 5 ee Nay act 21 OR Page ransex ce iS i CRUE tye ae re oe Hee tendehr Sa ae: pst aoe fs i 
x pak 4 SO a en ener ea reat i oye eres pees dee pee | Ny ea aki, oa ee eens ag ie deel eee em 
eee. (ART ge Ses a Res BA ae eer. " Cae Tae al big nd | Oe eames tA ee. 

peg oe Bae in Be, fosaheee re, : Pe pe oe. te oe gle ncaa so BS ae ea PR TAA St Sia) Se ee ee Remar aath aee Spas Hes 
Ge Nah ate ee ora ee Pee ek cae ea fe Bie ests tay Sates Oneonta: #9 ; Seales ass oe ge 
aecie e mig ee eras ae Tit te aa lee ra the a Bice: See red ies Ea page stant en A ates oe 3 ee ch BE beg ea : Poe said 
pees ea pi ccna Pe obec cheers fi Aceh ee et aE: Da CA Shean (RAEN farepe Re rere Ee oo 
Wes Be Re tS cg eee ek ce ee 
Bs pany > Ree es i eee 7 ae | Reet a ee ene eee Ey OAS Nes Saket? © ede Bg ter tes Pt eaten ee ; : hel 
pte oe ease pre | ew ty. cate fae pee ete STE coe ae Ror Cara Cr hea Pia ates ek ea Samy ai Soteae Sat | 
ee eae Be et 32 laaie eat = Bare ate opie 1 areca oe er ne hie fe io icra ate oe aaa Re Oe : ora 
fe ca ag ell Be ¢ ck See > Ror ea ee Bs tas ad Nee SON kes apemamnae r ay wa a! 
Wt at Oe a ted elise 7 Rembecan be rage cares. Ee, Marie Babess enc: hepa ae aaa « te nea ase ie om oe pe ae eas oes ie 
aa ek: Be? Be ree FONG jot See 1 Cee et er ree ae cee a ea cae ese He <3, Cg Sree ae : ; s < 
i Ree, ae om ah ie ea 5: Rt Cae ee cig ener Sida eo Came, Ceara aaa | aa (ee iy ; y aa oy : iy ae 
Sn ete Re: = Rie See i eee ALLY ge aang es ce Gant oe San rae ea ip ae ae mae 
Lake tt) Oi hoi ee ee oe eet ee ta ae got eee es | ie get eee ge 7 eee eine 
Soran aac RN ee eqn, : 2) NT Rg ee Sie ree ine Retire one i oa Se RM lace aaa ei de eon ieee ORL ne. pa ie 
Sane ay ie Gee ae Un ee = rh en eRe ti Ee As Sree ae cee? feeas ip ae Sire one ct ieee Heron Frit Fee , ae 
dea A Ans Sane ue lle 2- ete ete a bea gia nosy eae Pete. sags ee ee nee oe ; STG een z : 
de: Bp a ee Ms he eee eee =. oe SSS Is eee, | Spee Ne hay 7 tin oa eS a 
NA ee Be eee os Nar Maca fica eee MS EUS Ure Cee See ea ea Bo tage eee eae 10 é 
Pees Be 1 ae at oa vogan rn ee ages eek eer gore RESO ee ee : 
Coe! See he bt Ret ieee, ¢ i Saat one on es Pate ER er ei pied 28 Qo Sr Perce ce SL Sa epee aren: eens Ye heels Sete Be or: . 
el GO <e bao co © PE aie oe ea a eds Maree: Seal) Me meee eee ee ety ha Pe Sane ope Sc a 
pe Bo er Be ase bec can Bt SO ee Se Die A i erage ts 9 be 
ed eee eee |, ete eS AG? ee Vane aol, is cae SR a aha ret le ie? ie Joe a ame hn a ame 
ats =o ones”: S 4 ce ee Pats iad Peni ass air cane By Ra ge gs Sh ceed She eee 
veh d oe Pie oo Oe ee Bee ey Si i een een (igs Bie Foe st 8 RR ea ca he 3 ee Cr 
Sed thy Ra A ST ere ee un eae ee eae eC Si gc Set ae a ; 

Ae ec DORs hie 1G ee ase ee ona See ter Fon ea ene Op he Sah et a Sonne Sep are ae eles Serres Ve Ea a ipatis ry Vie a og 

Be ES Bee 5 Bet he ee he ae , Peer eh Nr bans | Ee SOR Re ee Die, Sey) ean aaa i a Leeper er) sa Oe Seen ED dae 72K, aue ae est 
belt ae fie eee ae hs ee arte: ae oe eG ae Pee Dn vee area 2 es 

Pema : ee a f ee are ee Streit (ais Sr a Tari See ee ee pea > Be ge, Jey Co ae ee eae ‘ 
ruee tee Pea ea, oe Mie aa eg ele ope S aCe eatatiag caren ee ie oe eae ts oe ie Ge sang f= ; 

Sep tee ae Jo Walaa pr. SS ae = aa ee ee ESULE ates) e oe " wae Grea ane CMs eee he pe eS heen tl te Wel bree ha :, 
ae oy aes en Vee eae 2 or ea eee 1 yey eee aoa a xs ee a go ‘exalt 2 Cia re Ron : ‘ a ; ; 

ao ee ee ee hk us ae Pea toe 2 meyer heme ted a tae ee eee ROI eager pore e co ees Pepe as at eee pet So 
ce ae (is ee ae eee er eae eye oie." She rae pa ee te ie eo No ae gh . | 
SO lee ———— ai, ete 0 oe eae eee aa rede A ol baler EN cee ers 2 pear ths Oke rey Ginn aries Pol ean aes oe aes ee hah ae 
sander a ea ei eee eee ane Pe met ee ity Dae aye rs cee ete ance) tee tenes J ohts A ike ae ce al 

—— 5 i a ae a See er -F ba ee Rn eae BP GoW, Cae ESL) ick cee ae eet ee bee Ke, a an gee Aa ia = 
nee aig: lees aa aed Ae Sei A € opneme oan bp se Sa ea 2 ae 
eoeor n? D iltea. Samet SS See a a “i i eee es Vide ee ee Sout ea pe er a 
ies oh oat Cy ier ii heaace be Gee ies Oe cies wes jheda ae ae SS hee Bghi ste ees oe es See yg ote : 

ss eet een yee OE ppc cS See eed Bes Pa eet Sih yea sages Coeh sg RC ANE oS Saale ane eee RR Ge, Beale ae § 

eed - 6G ee ee De See rl Me eee ae ia ae as ee ae pe. ras 

era eho fi oe : ree er HE fir diac Vase gee Pe es Shere yi Nan bene cseph one 8a PR Meera; 
ea eneaee Oe Bee oe epee | Sa 9 SRG ais Soe it tecmneee i) cater i eet emen gr om Poe ae Ae poe Scie eh geet eh ear | 
pee Bere Gis oes eu en ae ants homer Sans aes ros a Coat it cate hee aR aot aka Mea me ms te ge oi aS hae 
eo ae Pies ae es Nao shoe ee Sa ik Race ee ee ae op ie Bee 

cage te for Gk Nae ee ene Mirman eo. 3 years ca atta eis ve iA ati ics eee aa Meg re Ey here a Berea bee NER ee ag pa ee es Ge ok 
Br at? AGS eee Pa Via ee «po tae Ee ae a i; aoe Serie Se ee 
Pagina oa ear Gekeecen ee el etree Sh ane oe i bes cas aires a eee 
ne BS rein td a a s ae oy, pth crac Sty ee : Ree Dees : my RT eee eas Pa Die “ay ae eee ea a” | 
Si oe ey Be RS came Sp Ny Gara Boat apa tess gw NP ety aS pines cia. hit ores nT RU IE Se Pepe te Pep sete go Gey RS ta ees a Pooouas | 
mieten ae sagt ie eae Ze DO MNGG tae Bier gee Pe eel pei Mc Mr e820 Sh ae Ree Tag tye ir iy oes See ie . | 
cater ge MD ee rp ke iia ut ae Sa BPE aS Eas Cr ate ne alg ON Te. eter Ce a ve ce ag ‘ ] 

Mea at). ee ET say aes é EDIE ee Sea ig Ses eget, a aA ees ke, ae) ee “a ae Satan Molla arc hip ae Be Ste ot Nt 4 4 

fee Vale Bree eet Si aia LP ig nS eae Dey hace io Pe poe en ee aa hee Se A 

eet Shia ate he Came get Boek tec piee hie Bias wae hy : Sa aan 2 eit 2G Se Nag ie tek AS nan a + 
aaa ae here Be in aipee (os Bl estes Shen ec a eg nee i ee die ia SS aera ee a NG pocket ae ee 
ie ib eree AUT os eR EIN Cite tes Wt th Mk een ioe ee aha eecaes eae Reams ia Ceo in a a ed ; Be ‘ i 
oe TRE NG aates ef gL SMB R! etree 4 earn shh Canes: oye A ee oe . : \ Cis ee) 
Pike es: Gala ig tag eae SS Sis 3 ooeie? a bay Ae! LS SO i = pesoie pea ss 5 : 4, : al 
eae Sets Sere ae gai ai ee $ mm 3 are ge : : 

BS ena ? si ta cli uote Si en Pee Mia gee { The yee ar ened ee ; bass Sau if. i : 
Wo oso memmma Se OR eee pe) | ae eee ee ae ae Leal IO A a Cer ey eee 
oo. le Pe ee nS ee ag eae RE ahs Gog coe ane aaa ane aaa ¥ 

ee 1 ef i none mueaiete sererare fc De) peeve ete iC one ame eg Ma x 

gS oe pie 5 Sse pus ToS “3 Ea Neeser Ne et eect 5 eo Ba ep ae Tal 

ce <1 a ae Vit em as tan ea yeeeian 


5 fi paca Sot aang Satan Was he | 9 Laat toc hn San im 
‘ LO bl ERG age ae eee GG tee tae pee eS ge Romene Bee eee oy, | eee aa 
Deny i “ik Gchsee wenn Bememee= 8 5 Sac: eee Re pe es Were ete tote ee ; Oo RT eee, oe an Ae ea 
res Us Loe acts, te aoe eee Ce ee anne os ace «ey a a aan pee t ae oe. a 
a Hh Aa eae rn ei eRe ee 2 eee re Fe ee San (a een pete Sale exceed 7 Siope Oot) team ee wera. By liste fo Se em ake 
eo Stee oy a ks Ss cl ae eve eee ute Pace ay aon a Sie a eee gO eas ie Soe? z “ig “ech the tants A ne acct Se Sa, Se eae ey oe 
| DTS os Soe ee es, oe Pe ico AS ee ely es 
: : On NE cas amen gts ieee Wee es Mane ue ge = ACRE en ee a es Epes ee ae Sees ere 
: * Poe eve Ce mig Bene ea Rc nee) su eae: Creo wr igeaes ty pe pt Bee |. 0) vee eas (Ee Sh aia Seas itt MeN Neat es hs Gein. 1 
ite ae SP ce Sie Be Ne ee eM eRe a TOU eT: Pie Selo a Be Sale . Pg ee Bere Bet 
bale aa ¢ ae eee Gy ort, ee Me! 2a ae Bay ee : fe oa ie 
- Late! eae eS BE Ay telus? thes Ree Ina SRN UPS he gg og ane : eee Ban Se ee ne a ; ee " 3 g Topol ta), eat eee ant Ee 
ay BONS word enue ee ce riceains ahs) eh Sh a Se ae eee BOVE ee, Aaa eS ge ee ; LY Ee pede Sa fae eae ee ST a 
; f fer ar tes Res Pemiiig cic sy rd eae er ee ce a PUR a US Eaes Da eae ele iia eee wit Aa Ra eB Sag PE 
es Pir eo Re. eae Orie eee | ee es Ge ee 
Meee bet am tee eee da era 4. Ben eee (Ni cael cei ee eres cee 3 Le aaa es eae ea ee: 1 Baas ba 0 
a oe ioe ? peg es ere Tee eaten EC | ek aoe eee MRE RS ay eta ed yer Bee er air Rr as oe es Bele Eee 
; ae ee ee ee. ECT oea ee OO at) Cal Sateen Open gece TG! 2) Cae Re bode ae ees puree ail muh diyas sys dae 5 eel 6 
SST ars es fg ela eee ee ee ee Yancre! Bsa cote Fe 1 ae ea ae ag) ue oe oft seh ee Be 
‘ tae shel Me Ct Oe eee Des ae Poa ape teak eh oe eee Hale Wyn Pelee ee 56, Y weg RS Rie Gt aa epg li on Leds ge abet Some mt z 8 soe eel meee teen Hite: ino gp Simei Be 
: + bed eA ea eae Bes Herat a aay steer cine stele sets RG a ion a adie : vey Serie Me fs ah 
: Po hehe ee ee ee Reece igen tee es (2a a ae essai ee a 1 aia pee a ae 
3 Lee es ed Pera: Rp 9p YS ee So ES ee eee penema ens tars: 
+ pa ve be cnt) oe ay) cok Paley ee "te eee a i t gi ae ee a pie or DG siete. ine Sree hay sale © i 
~ oA tee) te! Se Mat cog as ae eig. SP vrnece tt ar ei aie gael s ec erin Hour) Tt ae ee ee oe mea 4 ee i Sri ap ee te ek” Miegies: 
3 = a ie ie si " it aie oe fe ee a aa as Se epiies oN ee eae 2 Ree le taneenare y= es Ass z ik ao ry ; ree st ie aco fie rs Pe tye 
: Pee antes ee Sete Paes ued BY oS UO thos aa ae is Tee ee ne gree = gts Saye age he cee a 
Ret 2 20 PINES Garon beg ape ae Bar getiat ae e Geos a eet A lee tea eee hee ae oa ee ae eT ies ie nes Si Seer ean hie 
7 fi o's Psi dor ae rece Ce ik eres) Shes Gee ARS ee AE ieee We ee a oo 2 pt ES ee 
{ ‘ et ers wre ese UES Ucar eat cigs Gn eee * tetas race Arai fo : oe gl OP ee a ie, a: 
et ee Et Py ean Ure eel ogi ay 9 Beg cee CPR ee eee Ge Se ee a ee af pes EG - 
ee eee | Pye guy ale 2 ros ee ey Oe a He Wee Es ea Re Pa See CREE so Be a ne a 
: i +i) i at) Memes et ere arma red Ceije 'sPed 2 Heh Cr cg ath SOM yoy «) ae ae RE oe So ae aa 3 ; ms ee eh a a a 
Fy a area a eae peed Wey. seat Fedele at ame ieee rebel horns 3h Na ey ees. <i so ae Se ee Sed Neg Ue ag le aan Sh peer At 7! 
’ COE A Bieta sae Mie, Ue Payee oe Bf Mae sab Se ae eo Scr Pee SRE: sighs USE es eee ge 2 Poe 2 as he 
Bi oo ag Ce ilel ai a aa oe ee tee ee cs has, Ne a aa cS Sere) eer a arn, Dies, ea ye et aie eee See rete pe 
ease af TA ce Este vee ee oo ees efi re es eee Naa lie ied Eee it My . ey Se earl.  Rieae beay oe iy See ae met 33 
; ob ie he eater om FU NAa re eit ri tal Pet Aa Keke ae corer a ge Pea einen ee oe lis: pac eee eas eee 5 Pee “i i Graney Hs a Besides a 
Pee ae ec eee Sos Bae a Pees 3 age ea lad adr ats ig we ‘ Wes get ie ete ee crea 
oe a eee ae ee eee Sk eee a > he ta ‘ie fee ee. oe Oe ol ES Se ee Pelee ee 
Benatar fic ss aes Eine ener Gap ea et ety ri ce ies ae ates eh aie 19 ae alae Piene ae eete oy aa pie sey oc ‘ ao: ka ae ie as 
( ies eee gine: pores Mipigicete sete sod soe Bonet: = tee ee Ms SA Seer ee at eit. ues antag 5 Benen joe a eet eee 
| ‘ make ah the ae. ae Arete ae 2 Ree rarer, eae eee ore ee ane Ore eta ji, eee ee ae 
Meee ee ec ae ay He a 8 eee i ie ee 
ree a tattane Na Fcc tact aaa ea Bowe wees Crags cr hepa paaneel pore oa HOU ee ere eee iets i TS SE SS tae 
| ai Ne i ee 2s at betes aa hen SG Pees, Soe ne i Pee 1g ace Dias ay ee 
> i i ae soe a seas nee Bone tas Ne ee Soe Gg oer eee Gee. ok See ees 
4 Wigs al ee ee . US Sen eaten ihe San eae ee, | elie cbse ie n/N gem | Pei tay oa (bet eens So eee cam 5, a le 
Reet ee rere MO ris 12s ie pl eae ere i ees ae ae 
Wee or ME EN tk ae a aes pe ee rece Mice Mice (SS ee es i wei as ee ai eee gen ete ae 
a Be eo ae ae Oo is ee oa yh Pe Nora. eget) es tk Bae ; A 
5 \ " ; oa Bel ck oe ee ae cee CP cee eel geen a (Sy use Behwcueniees swage ct | a Ri ae ae eae ; : : ye ee wa 
3 . fe Sir) ee ae ead eb ae eta eee ae ee fem Bed chee te aa ct aie Ree cane) oy 
é a Pant ees suey ats oe. : Pes Coad Teel es ee Hise ae Cate es Bn aa ote poet amie. oe ae ¥ } i ee 8 1) ete : yee x 
ay Ripe ee Ys te ati RE EY ey), ERE Ute ihe See eee ibe ney. aad aera ns ae ieee adete sone ae ce eke Se ket ee oes herr, ene at ace eta 
poe ig Ree ale, ee sige ecg We ue Be meees ts a Wo: A a ee A rea 2 eae ee ue 
. antes Mii a deo a Nog ee gt OP ame fee ee ei a ltd ie See 3 bears “Fale see eeeniae ce = a Pela ces ape ae ee -! . eA Me glage = Se corm fcc: is a ban 
as ‘ Pee Ne cyt flees CES ee hie At oa ior BENS ae eae any SR Staal ak? Ata on Mie etka Seectpa” |. ac! been: See iE iar gS 
hs Pes Lane Ua are oo ot ae em ba chee aN eater ee Bay, eee Nits Poo kote "pee ete ce a Bate = . peer tee: o, ei tes 
Te ee er i te ro oo rn eS yy ep ey i ur : a ae he ae Ae ee 
Oe eee hy 8 io eae sae 8 (8 the: Pees each See Ne ae eee er bees 
. i Ue Eo eee ee La ee Se gh Geena meen 1 sh fie Cn cee oe a oA 
ee one EY ae eee ieeghie sae a he ee re ets | 
4 etic ea ue vile Ohta einem ~ eee sta a4 a Ne hess Co etc) ed eee Bee ern go Sak, 22 1 J ae ee 
‘ee ee ont Reais ares ot ee ee se ky ole pe ale oe + ‘m ee Me 
a ; ks ane as WO Ga eee OR Fe es vate gs Ret GPs a costal (ce. Manet eg Aoi tae RD a Re ten 04) <I Oe ese es a are Be raiatas mere eNO ae La ae 
| a ne peat nde mh. ar ge se re CE ees Cea ee, A he ee ee ae a ‘ Ren eee au ae ea rey pie: 
, 3 "TS aera Be oe lh |i Ea an Be ee ca rg 0 ee 
¢ wer a ei : : me - z may | A ae — a Ehaae. eek i an it + fe See ate let Se aut ta ae f= Ly ee pe” My: Sat 
3 ae Tey Sigh idee Ao ee Bey ees: sy a ett Gearog ; oN te Parl Ba eet Penn, oe. 
, = he nara NER net oe ew eR us fo Mea eth ses i ete eRe Penume ee See a ae sere See) eee a oe si ee abate 1 eee a idee Ree tie ares 50 
Te ars ee fs Coie ae Fh peek iy coo nee Rial oe Mae . Soe oe See Olle cea Ht sit ee Pent ae nee 
: are. é Gera eee are rs eng eee Tem ey reign ht Pawel a, ame Sea taa et oh te eay esa ait ’ Be ig te 
a ea Be Scien inns ves hae, Seer aie d Gite iiss lee i oe eae aa re ee re ae 
ap So Rakai ay ¥ am i Fo oe! oa rR ae ad A oN aa Yi Sagi 8 aaah le ere en het hr. 9 oy eee ea a 2 ake Bre coo ve pi eaoe Be 
a o Peas oo... oe) le oe oe to ee PRES, Sa eh eee ens SS | bia ee ee 
‘SORTS SSS oc mene Oe aia Ne Sa ie: oem ea ee ee ree ee pasate Be te ha 2 
P a ; Oa Pe ae ee ce Caetie aen ae 25 ca a alee ea eo? atic. 0) aera ai ees) teeta TS | a ese ceed ee eae 
‘Rn eae ype epee is iy. a a Gol “ter ates Pastas se Gat Re Ue ee cee ee cs iE pA Inca a ee 
| | eee ee of Kies vie fag via - er ‘ yee Seca Pe ere ie Re ata che eg ae ab 
er tare aa Beat eee | a) Rol he apt a) bY a mete Ne hice s Decne ie oes ok: Sb meattilana eae e ae ee Me aaa ot ek ir omen ie 
be a ee eae pn SE ER ae ee eee ta ek | 247 bgt i AP eam a aa 
3 tek eee BL Oe ee Mee es sangha AN Soe as Re ane G oo Na Valent TN Seer tees Se os Ai Be ae ieee ne BS oe 8 
ll" er Sher os Si ae ee ee ve el eae Be ly Pees la cae ‘act See aes TS et i j atte cot A am a eee a 
| 7 Site i St ee i ae ee So os Cpe eb 1 i eke aa A ae ele aera ae 
, ; NNO? geet vee ae ae nee Ge ee oe oy yl tee a (OSs ect ieee a : Meet ee ee 8 ke 
| z pi arc é besa ir re Pee ea hen IR ERs oy eee en he ent gt hata ian ae ‘ . -_ eae sh aoe St, ca oes 
is ‘ ¢ sh iggk cress otc ue oe alee eae ett eee es 2 pect a Ee eight ee MWR 4 BR OE ite ene ares tae 4 aa okt 
- sa ae err Mie 2 CE I a ee ora ey ie emcee ae oh Goa seit ecree enihernh Thee e001 e Pest 2 ce 
of Po ae ins mnt fat ara Alike a Wael ct i ee le remains en ane! ey +k. 
ee re Rs ae oe ee eg ae ee ag: ob 4 4 La er eer 
ret a; » tf aad: pO as ie eae Ag a ae hy Pe east di moe pee mea q Wee ee a Say Ne p ie e : Woe 8 ate 
Mn Seer eae ve a vee ve bcs @ me cee ia. | eek ae Pee yee ¢ D cs ees c 
= iene ait Ae Cause FU EE te ara er Pils ' eee Bean agra ily apne PR yee a) a Sa ae ate aa ae +H 
MR Re Gi ee cnr oy ons cys Bea, sae Bap: ee A abe Fee at a eh Se t aco meee re cae 
e. ~ hae Wace (S folllh Shes Gost RR ol gehen ee ae aan os te et a I emacs ie iru Rete te 
bes cmt i pe Haas er eae ean Bs ipo Lh a eee ou Ps ee ae are ee 
' : eon. ee Sy Siege crea eae mh ehh, ge enero Ste ee RES RY le kta a) 3! a 
‘ ee i Pee dee ae oe ee REE ATA oh ee ah rca Seat tees aac) 2 Saal eS gta, te ibe Se ae ia 
is Fl peg a oN ee i RR Weeeermile MME greets Mla aes ial 4 Pa ce ear is ee cite ere ria pees f ee ee 
Te. yee Spe oor ee: er ee wa is Buea ee a hee eetee oes 3 lah ae * She 30 eer tice de ne = eae ie ie SE Se atom fe Fe a ee 
avd b is | oo cae ke eee | Bas ge Boca ee. Pee eaters a ae ee oe eae ae bere hoe 
: : Oe ge eee a Be ee Od ete Cen eaes | ee rt ae pra ts hh s en Sang ce ge ae ee i peeemnens |g” TA |e 
i 0 SRE | aise RW oes recess a ht i eae ve ie, (ah De ee eel tea eh eg arrge ne ee ug oat waa Raa i tsa Pee coe ee . ie a mie eo ae 
| Bek ee OO ea ee ie 
ss a ge Seen igh iad he oh ca Pe ee ea oe me eh ae ay een ee a Se emt ate wa eee: ne ee BS a RI SSE 8 
7 : 4 Pei an he cir: oe Peaks ita les chee Lin Tene vcmeney ce i RSA & 8 tA ema age Fac Teepe vy ) > Pimsemed it gi a Peg es 
Po tae ee Ree Boch ae ore co Lee ie. pe en GE nce .o at bobs 
* ir ey PA ett s ateneir rete si TU Ree nee wan dns Rt phage i agen Roe Te een Sot ay a ae or ee eh ee il es Seite wo S12 cease eae ReMi ae 
Me ie Sea en ee | oe: eae 5 a. 
: 3 a ee nt ie thee ters ie aS eae So eae. part ea ig UMM ety Boo a. ahr Ba 12 
m4 et e+ Seater cit Ny ah Pen ai ee ee ey ee 7 eee ae i nae pa Le ae Be pS 
Bas tye oe OU eee cy eae nn ug eR Ge ae Sie NS ee | Mey Br ee ae i 
2 ee Wile She elo a ee nee | Ac ieee nee alee a ‘ ies ae th <5 ee nie ea oe ais Eee ts te : 
31. H Si Ra Oa Ree CE, wor ORY 1 Read. i Vance yeaa Peels Wey hata. ee es ee ie : My Pearce a Gaeta 
. <2 i alee ee ee Re sls Lo er Sas nara aaag ars Danae teed Ci Res Se Teal, a Be a en Lo 
i de Bev ad ad ieee aul Bar tes Ue Sie (harass oe ot Fee ‘cous eed ee le: ee oe 
ay eee i eae eee ey es tee ae ort ae dept gee ee i Weg en Ge) ry ties eee 
4 . par Oe ee oe Op he Esl eat SN PR i 2! 2s) greets ee ‘ane oie ce <r ahs Pay ce a re oR cea a 
: é a REL eS at ge et aeeeeene ea al ae NG ee ti ea rg cnTD es Ueceten, et im, eee Ge: Gee ae ya gs ae aed aa es a WE Aen St a pe a Mesa Be 
i) ae ee Ree eee” Pe OR cs Bc a ee } Pe eg ite Re 
oe \@ be et M, eee ete ates ere ae pe eee a ee vi a a. «ee ete ae hens pret es ane ee Cs Oe 
ae ij on RSS axes a ee ae AN Sta a ioe ieee Mane, Sate a OS a ere og : ; ren 2 ag aa Saris 
: A ae ye pe as eee ee were * a a ae APE eo ea aied ae ee 
; eat & Se se Be ies vce es meh | er eat ue oyna ae BG oe oS oh eel . ¥ ‘ See ae) ane Sap fc Seep 
iz as a EMRE Ce a ee ee ee ate ae eam eae be Sei RN, eo ie iets 1 eee eee | pe eite a eto 
Bei 3 [or te) OARS ri a ete eee a he Coa a Pee Pay 
; Le : fs Sabet emai Chee ER ee 2 a, ee er VE Li eee Sige igi lh pallens ee ees ee es : 
ee < ae rope eal pe geen py ame al ee eee Pata Me ei ARs US eee ee 
. Di ee - oh ete Lae Sat eu ere ree ho Me hive i oe va f mene a ho ae 
ve ee Rees fa . Se ae ie ae ie ih an a are { ten re) Oe saad 
3 i Mee ie gee ee Sree kis gOS ask ONE 8 es a J Se Be este aA 3s , RUS aw 8 Oe dr | 
Bs ieee Ge COs ek eee ce acl fee ie Yale PA hues lemon ay TG Thame get cae ee en ree Po aa i ee Ree hg i 
Eg Os ie me Mer i eae ra cee tae Tc a oes . Orit ee te Ree igi Re ee Fa ear tel ah at Fay ele = aut <i ee wo A 
os 4 peerage eum Smiar ate) ae ae pte cua te Teme Pee Ree Cio ‘3 (ct SS Te eee eee oe es sac, eae 
IE ei Sn See a ee 4 Sa LINO eM: Appa be, pins Sul ds See ae ot ge le aisha Ae |S EASES Tole Ne aaa # ei Pcie me ace i 15 se ail cages og 
ae Meee | oo: Hee ee Bo ees: te eee ae Caen? pe come er ea 
; ee Begs io oes cea aes Se eon oe ey aie NERO Se). ceo epee tas 
4 ee re es *) Gh ba Fa Se digs eee od fie Cee 5st Was acy Toe aes em Bc Pelt Uijeat ANA Bee ie eds + lies cee as hee 5 We ee , 
4 pie ele RS Po ee Crna Ve pt A re Ae, OCR mm py eh: eis aia | eer eee } ie oe See SEE eer 
/ fe Hite Pe es ae OU OD aes aura Ws i He? ee eet et et gen 8s rN a Bs, 
“4 tom eee ati bapet a eer Ree re eh ey. en ae Sf remem ee See opel mah as eae Beet eh ek Gara 
a aft Aas a i Gere Re tage ese Se ag Tieeea oe Pci Masi ae aera Ae es Wi sehe: en ee Nee ete Sai ee sgt Mg er PaaS etd Po ee 
a i \ “a ‘ ey Deiat Jah i eee pera rl que: a e oe Se i Sea Nl ba ae nn rhea Bae a i ee nay pmuigere 3". rg BPR a: | on ae ae, ae ae o 
oi Pe. ene Poa oer omer eeer sucht ane. Maga at Dime eee a REIRSON 1 MR mere ites” ok: Cee ae CO ete. eee, & uke. 
. A eee + en - a ae eee ae : a ees ana has oa fa 
‘. er Be hy } SOG BES, le maser ee Sel a 22 a - wh eaee hse ieee See Visa 
i ; : : : ta ets ee eae ee Base ieahaeenees ay Vitae et Meee ck Gea oe ey aeons lee fe re Ce aE boot Pema ge ny ae Bee ak geen fe ae 
Wee Ne a peau fe CPi Pe aie aa “4 Wee Cee ae ot ga a 
ee pee ee. MER bey sivow, Ne ee er ey ge Bovghee seein paper eA, ene ear Oe Nt) Pied Sher role (aK 
PMI eR ee ny Ci Rie EO Ee ihe og) Mer ie ae HOSE ek RS ae a Pt de nee AMM ER 8 GET in Pie: ae a tos ts ge eae 
x Prey Nomehae dan eed at 5 ee ed a eae ec en so aie ee a eet ak hk 2 
oe 3 pe : ow ee ee ye ere ata os et geen aif Sie oy oe ee a Sea : bee sat Teri aa eee 
ie BE Oy bie STE Soe aa Me eee Bae ih oie, Jes: TMs ner ae A a sae a ee | 
a Ete i y basen a seat a gr , Cai aaa oe Le at ta Akane CaaS eee eo eat 2S. eget a aa a a ah so Si oe ele age oe ae 
= etd ‘* peat Pa dis bs Res te ara Ths, Oe te ee RN eh ee es ete es 7 oe een ea is ag * se pms 3 eh ae ROA ha 
a | Ai pe | - ; te ‘ LURE ene, seeks se emt ae te Te ae so ee a ae So oes Be Reber 8 : ee ae ar eae 
| ae OS te eens re toe ee Meg nay isk See a ue ee Ieee cate SE Sie eee 
AS Oe pee eae Saeed Se ema eS Et Ree ee a La Oe a ei ae eee 
i 4 PAS eed one 4 a ere ka My wee: Rete eee tte ae Mah eee ie ee 
ie ly a Oe tee. ge Bra Cubic ares at pee aver yh EO e NY. ae eh) Aen eee sh: Rete mrs eae kee se ths 
ee sae Sey snare eee ene!) 1, 1 SU tania Pee Ryo atgee Beant : Bieter SSS can et ae ee 4 
y : ere eee eons er ge ora pe ete ee ft De pais es ee eee ae ieee ey SO ae ee 
A a Le fee ee Sea Bee op pups Ti hes ea iaetek ages di Bee: i See AEE: a eee a * SGC i Pe ad Sdn ie Pc 
AR 28) oo: nes 1 yar gpa ae ae acer es ene EL tae amet ys er ss Sek oe : ce a ae Lok 
| ‘ oe Bere ye nares i oh Pee. ie 3 ay foe tee ee oaiae ie os ae Wine SOM MEM Rania Sn La Saal el Se 
ee Seo epee: WOM el ett ee a ee i 
yt Batch Siem ctieai oey ee eae “oe Se eo eae ee art Se ie ee ate hh eae ea No ee Fos 
ai sn ut cae 0 Ae ae A oe Le eee ieee ist Ee, Blige hos ii eR ai ctr MP ag Sie) Mee er “ 
4 SA A ta ie oe Ber tli eet URS ANO Toba er ase ynn y eeaneae Sle are et Dek ieee oe it Ee thee ah TP eet ee 1 gg Ue emer 
lo SU ROU i ee i.e Ghee Ph ee eee 
Rie SRS SE BM ys ES aes PS ears on ecltae Sent ; ee eee ee ee oe Freee ee ee adam 
q oe Re Me a wee os NE Betas Sp Par” i Oe tae ie ae EM 5 eh eke na oy: ae ee 
BL a seat ena, Bat lait po Pe pn gee Gora Bao nares a oe 
re ees oe ina te a Bees hee aah ees ee ae BE ha Gk ie MRR? eh ae ee Ore ie a Re Ss ea es 
Bt. oF gare ee ae Tie oe ae at ie ae q vas ele a aes ae Mee at a oe AS ie et ; 
‘i 1 ey eS eh wee eames ao a otha ae nagaiay situs eh oe ee ee SNE att Be PR Eat NS a Oey 
Bh A ie eo ee aa Slat ee (cme ts ee ta 2 eee 
lo ee eta ne ee eta ome a bias Meee ong pee Gain No Deas EN ae ee ea 
‘aes see Pears pesca ie NS ne eS aati 2 re tine ed Ne GSS fy Sees ee Se a he 
Re ee nt Sie ich ~ coe oe Nene te op! ot con Set yey ea See ee ny 
eee Bal ee Sean ae pee ae ae ue cae 9 etme ae nes aes Ge Sie pee <i ee tee RE ae See Rigas iy 2 peek 
é eens or ce Le ae par Soa Be acc Sicha rv? em tee | ets Pe hc ee 
PE ee Re ee as a ee a Ae — 
Ps ee, ce es eae tete areal ae a sc eget eee eee tA! GGT agi ee tel Raat Ce 
en te of ate re Te leet aia aa MD EY dlas yk acne ce a) i) a oop eae SAR cr ccc" ee oo ae) er 
age ene Rast a é seen eee Bons he a fe ee ae Beet ys be eee Reet ee : i ae es a eho sat igi 
ae eee Meets Mon aah Os et i nt as 2 eee ses mete ee d eee ee oi Se aie 
Re Mare oe ee ee ame ae ee eae at ted 2 aes Aces ee 7 ame pac 
ie ieee, fe eee aN ea ce Se eee f te Fe Go ee ee 
ee Tad 2 ie oa ea at die 2! ea ay ee oe 
: aang le a a Saale : Ce eee ee oe) eee jp : re Sa ge ee eg ea be 
hd ete hae ate Bnei Ne Cy aa Es alae ee ae (pera la 3 et oa tert ce De ae airs oe i 
5 nial: H eae é ease ate tas, Saat “ SN eee 
: eta - =) ge ae ace tes 


